UniprotKB Entry name |organism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extr.acellular
ID name sites reticulum |apparatus | membrane region
E9Q743 CF251 MOUSE |Mus Cilia- and [25.019509 S662;T666;S1095 NaN 34418053 MSDTEENPLEESRESGEMEEEKEE [None None None |None None None None None None
musculus [flagella- KKEEEEEEEEGEKEKEEEEEEEKGK
associated EEEKEEEKEEGKEEEKKEEEEEKGK
protein KEEEEEEEEEGKGKEEEKEEEKEEE
251 EKEEEKEKEEEEEEEGKGKEEEEEG

KEEEEEEKEEEEKEEEKEEEEEEEE
EKEEYNPSFEEDALQQSLTEGSLSW
EESQEDGEGLEEWVEKEEQREGEE
VRGEEESEVRGREEEEGWEEEKSG
EEEKSEESERSKERGGEEEGQEKEE
IAEHEGEREEGREEEEKEKSVEREEE

EEEEDTETTETKAGRAKEEKKEKQN
KTALVDNIVISHEPPRSSSSLADSPE
IVSQIYKDNSMKVDDTEEASQKPEDI
LAQGKDEARLSLEERRKLFQSKGLS
IAEESLVSVSTEDTLFQKEEDSKVYPL
SMTWSFGWNSSLPVYYMREDRRVI
LYTCAHTAIMYDVVRNTQYHLQGHP
NIISCLCVSEDRRWIATADEGPDCLII
IWDSFTGIPVHTIFDSCPEGNGMRSI
IAITRDSKFLATISDSATQKVCIWKWT
LAVETPACTLELPKEYGFQDNLVFN
PANNKELVSNSKTQAIYYCWFEDKG
ILAHSAPVLTEKTFNKLVGKFSQSVF
HLKLPQVLSATKEGKLVVWDIHYPS
STSSSAISAFPFIKPRKLVHLQKEAIT
IVLMTIDSYIVTGDIKGNIKFYDHTLSV
VNWYSNFKLGAIRTLSFSKTIPSLPT
EKSNLPTDCTLRGDLFVVRNFIIGTF
DATVYHMTVDGTKLEKLFVEPRDAV
'YAVSCHPYQPLIAVGSVCGMIKVWD
FEKKVYLFSRTFEKGLGVQCLTYNP
EGALLGAGFTEGTVYILDAMSLENE
SPEPFKYSKSSVSHCCFSHDSNYMA
TADVNFTVAVYMVVVKNGQRVWEY
LARLRSHQNSIQSLLFGVHLDSNEP
RLLSLGKDRFLIEYNLVKSCKDHLDV
LDVHRTDQGNYPTCMIWYPPLTKEL
FLLICNSGYKVKLFNATTKMCRKTLL
GPAYGSPIEHAQVLPVKSTLELQKRY
LVFINKDKVGLQILPVDGNPHKTCAI
IVCHPNGVAGMALSYDGRFAFTAGG
QDRSVVQWKINLGALEAAVSLGGED
LTPFYGLVSGGREGKFYRELEDYFYY
SQIRSQGIDTMETRQVSEHICLSELP
FVMRAIGFYPSEEKIEDMFNEIKFSE
'YVETGKLIDKINLPDFLKVYLNHRPP
FGNTMDGIQNSFNVLGYTNSEGKK
IAIRREDFLNLLLTKGEHMTEEEMID
CFSTLFGLTPEGWKSEPAATCINGPE
ICLQKELPEEITAEIFTTEILGLTLSDS
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