UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion wen(.loplasmlc golgi plasma extl"acellular
1D name sites sites reticulum apparatus membrane region
E9Q9Q2 E9Q9Q2_MOUSE Mus NaN [25.875327 T377 NaN 30059200 MRMSDIVIIKDETETMKDLEAEMRD [None None None [None None None None None None

musculus

TTRVENLIKSENYGKISAEKNEHCID
NNIDLQRPPQSFGQTGKRSKSSSKL
KLVRSLAVCEESPPPPAAEISQETQE
KIQIQLTQSFEKEEKPSKDETDKEKA
SDKLPRKMLSRDSSQEYTDSTGIDL
HEFLVNTLKNNPRDRMMLLKLEQE
ILDFIGNNESPRKKFPPMTSYHRML
LHRVAAYFGLDHNVDQSGKSVIVNK
TSNTRIPDQKFNEHIKDDRGEDFQK
RYILKRDNSSFDKDDSQMRIRLKDD
RRSKSIEEREEEYQRARDRIFSQDSL
CSQENYIIDKRIQDEDTIGTQQRRQIF
RVNKDASGRSTNSHQSSTENELKYS
EPRPWSSTDSDSSLRNLKPAVTKAS
SFSGISVLTRGDSSGSSKSIGRLSKT
GSESSGSVGSSTGSLSHTQQPLPGS
ALSQSSHGAPVIYPAASNHSSLSFDG
GLSGQGASPSTSFLLLPLEATGIPPG
SILINPQTGQPFLNPDGSPVVYNPPM
TQQPVRTQVPGPPQPPLPPPPPQQPA
ASHMFSQPVGPLQSSSQPVQCSPAP
'YPSPLLPVSPTQQYSVDNLGAQFSH
MSLARQPSADGSDPHATMFQSTVV
LQSPQQSGYIVITAPPHPPPPPPPPPP
PPSLPPGQSVPTASFSASGHPVSQPV
LQQQGFLPQPSPQMPACYCAPGHY
HSSQPQYRPIPSVHHSSHLNQPLPQ
PAQHTGYQVMPNQQQNYQGIVGVQ
SPQSQSLMGGQPNSTGPHIQGVVIP
YPSVPSYQVSLPQGSQGIAHQTYQQP
VVFPNQSNQGSLPTTGMPVYYSVIPP
GQQSNLSSAVGYLQHPGSEQVQFPR
TTSPCSSQQLQGHQCAAVPQQPPGG
GMVMMQLNLPNNPQSRTHSPPQW
KQNKHYCDHQRGQKCMDFSNMDN
IVQPSPQLSSPILSPVQSPAPAQLSTL
KTIRPSGPPLSIMSQFARPFVPGQGD
ARYPLLGQPLQYNPPTLLHGHIPHQ
QGQSGSRHGNRGRRQAKKAASTDL
GAGEAVVGKVLEITELPDGITRVEAE
KLFGELFKIGAKIRWLRDPQSQPQLR
RHALCCGSGDNTVNPEHSKPSDLAS
TYTVLATFPSISAAQSALKKQIHSVN

KFKLRMSKKHYDFHILERASSQ




