
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

E9Q9V3 E9Q9V3_MOUSE Mus
musculus

NaN 38.223321 NaN NaN 40997131 MDRVDREITMVEQQISKLKKKQQQL
EEEAAKPPEPEKPVSPPPIESKHRSL
VQIIYDENRKKAEAAHRILEGLGPQV
ELPLYNQPSDTRQYHENIKINQAMR
KKLILYFKRRNHARKQWEQRFCQRY
DQLMEAWEKKVERIENNPRRRAKE
SKVREYYEKQFPEIRKQRELQERMQ
SRVGQRGSGLSMSAARSEHEVSEII
DGLSEQENLEKQMRQLAVIPPMLYD
ADQQRIKFINMNGLMDDPMKVYKD
RQVTNMWSEQERDTFREKFMQHP
KNFGLIASFLERKTVAECVLYYYLTK
KNENYKSLVRRSYRRRGKSQQQQQ
QQQQQQQQQMARSSQEEKEEKEKE
KEADKEEEKQDAENEKEELSKEKTD
DTSGEDNDEKEAVASKGRKTANSQ
GRRKGRITRSMANEANHEETATPQQ
SSELASMEMNESSRWTEEEMETAK
KGLLEHGRNWSAIARMVGSKTVSQ
CKNFYFNYKKRQNLDEILQQHKLK
MEKERNARRKKKKTPAAASEETAFP
PAAEDEEMEASGASANEEELAEEAE
ASQASGNEVPRVGECSGPAAVNNSS
DTESVPSPRSEATKDTGPKPTGTEAL
PAATQPPVPPPEEPAVAPAEPSPVPD
ASGPPSPEPSPSPAAPPATVDKDEQE
APAAPAPQTEDAKEQKSEAEEIDVGK
PEEPEASEEPPESVKSDHKEETEEEP
EDKAKGTEAIETVSEAPLKVEEAGSK
AAVTKGSSSGATQDSDSSATCSADE
VDEPEGGDKGRLLSPRPSLLTPAGD
PRASTSPQKPLDLKQLKQRAAAIPPI
VTKVHEPPREDTVPPKPVPPVPPPTQ
HLQPEGDVSQQSGGSPRGKSRSPVP
PAEKEAEKPAFFPAFPTEGPKLPTEP
PRWSSGLPFPIPPREVIKTSPHAADP
SAFSYTPPGHPLPLGLHDSARPVLPR
PPISNPPPLISSAKHPGVLERQLGAIS
QQGMSVQLRVPHSEHAKAPMGPLT
MGLPLAVDPKKLAPFSGVKQEQLSP
RGQAGPPESLGVPTAQETSVLRGTA
LGSATSGSITKGLPSTRAADGPSYRG
SITHGTPADVLYKGTISRIVGEDSPSR
LDRAREDTLPKGHVIYEGKKGHVLS
YEGGMSVSQCSKEDGRSSSGPPHET
AAPKRTYDMMEGRVGRTVTSASIEG
LMGRAIPEQHSPHLKEQHHIRGSIT
QGIPRSYVEAQEDYLRREAKLLKREG
TPPPPPPPRDLTETYKPRPLDPLGPL
KLKPTHEGVVATVKEAGRSIHEIPRE
ELRRTPELPLAPRPLKEGSITQGTPL
KYDSGAPSTGTKKHDVRSIIGSPGRP
FPALHPLDIMADARALERACYEESLK
SRSGTSSGAGGSITRGAPVVVPELGK
PRQSPLTYEDHGAPFTSHLPRGSPVT
TREPTPRLQEGSLLSSKASQDRKLTS
TPREIAKSPHSTVPEHHPHPISPYEH
LLRGVTGVDLYRGHIPLAFDPTSIPR
GIPLEAAAAAYYLPRHLAPSPTYPHL
YPPYLIRGYPDTAALENRQTIINDYIT
SQQMHHNAASAMAQRADMLRGLS
PRESSLALNYAAGPRGIIDLSQVPHL
PVLVPPTPGTPATAIDRLAYLPTAPPP
FSSRHSSSPLSPGGPTHLAKPTATSS
SERERERERERDKSILTSTTTVEHAP
IWRPGTEQSSGAGGSSRPASHTHQH
SPISPRTQDALQQRPSVLHNTSMKG
VVTSVEPGTPTVLRWARSTSTSSPVR
PAATFPPATHCPLGGTLEGVYPTLM
EPVLLPKETSRVARPERPRVDAGHA
FLTKPPAREPASSPSKSSEPRSLAPP
SSSHTAIARTPAKNLAPHHASPDPPA
PTSASDLHREKTQSKPFSIQELELRS
LGYHSGAGYSPDGVEPISPVSSPSLT

NaN NaN NaN NaN NaN NaN NaN NaN None



HDKGLSKPLEELEKSHLEGELRHKQ
PGPMKLSAEAAHLPHLRPLPESQPS
SSPLLQTAPGIKGHQRVVTLAQHISE
VITQDYTRHHPQQLSGPLPAPLYSFP
GASCPVLDLRRPPSDLYLPPPDHGTP
ARGSPHSEGGKRSPEPSKTSVLGSS
EDAIEPVSPPEGMTEPGHARSTAYPL
LYRDGEQGEPRMGSKSPGNTSQPPA
FFSKLTESNSAMVKSKKQEINKKLN
THNRNEPEYNIGQPGTEIFNMPAIT
GAGLMTCRSQAVQEHASTNMGLEA
IIRKALMGKYDQWEEPPPLGANAFN
PLNASASLPAAAMPITTADGRSDHA
LTSPGGGGKAKVSGRPSSRKAKSPA
PGLASGDRPPSVSSVHSEGDCNRRT
PLTNRVWEDRPSSAGSTPFPYNPLI
MRLQAGVMASPPPPGLAAGSGPLAG
PHHAWDEEPKPLLCSQYETLSDSE


