UniprotKB Entry name organism full oglcnacscore °9 lcnac p‘h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion em'.loplasmlc golgi [plasma extl:acellular

1D name sites sites reticulum apparatus membrane [region

E9QAN9 E9QAN9_MOUSE [Mus NaN [38.223321 NaN NaN 40997131 MMAEYKNIVLLKGLENMEDYQFRT [False False 2.546 |3.234 |0.933 0.664 False 0.933 1.295
musculus IVKSLLRKELKLTKKMQEDYDRIQLA

DWIEDKFPKDAGLDKLIKVCEHIKDL
KDLAKKLKTEKAKVQKKKEGKCKTA
GKKKGQDELSSSESLFNNKESNKSV
PSSKKKRKQITKTEGGKKKKLTQEQ
IAQLPETSGTNIKKEEDCLQNPHKSP
PTPSSSSSNKKNPVVASFLLASRAST
SGAKTREQDILRHKQRPSRKGGFKT
TFCERIKKQKNRTIRKHSISKTEGPQ
EKQQRVELSSISNFQAVSELLTFEGL
SAIPSSRLQSSQKPLEAHLDLKMSPI
SPTSPCHNLPVSLSSDSNVHLNSNA
HSILFSGAQVPHVPSATGFSNVGVPL
MPSETVFSSSSAPQISQITVPSSIRDL
YLPKPAAFNSTEAPHKQAIASRNGQ
TTRAPSAKLTSKSQFLKLHPPATASS
NSQVPHILATMPRNISVTQVPQTRTS
SSIQTLNSATVKASKNVQAPQVSLPI
RPNYFLASVAPPSATPNRLTSHGPLL
SIATSRAQTTQIEPGTESICVQALHAP
PSTVSRNKCTTPLTQGAESSTGEALP
LPKVKACTIFQAPRVSSPTASSSIMK
PHATSSKTSSSLLDQHATSSTASSSR
LLALKLSPVTASRALSAIPGLSETIHR
SPSSAPRRGTVPKEPSREEGHHQGP
KQVMVLKVTEPFTYDFEETKRMFHA
TVATETEFFRVKVFDTALMSKFIPGK
IIAISHYIGCNGFLEIYRASCVSDVNI
NPTMIISNTLSESAIATPKISYLLSQA
KGTFVNGEFVVFKKSERHECICYGIG
DDTGKMAVVVYGRLTNVRCEPGSKL
RLVCFELTSTKDVCLLRSVRHSYMQ
IVINEGKPLNPDSVRRNSLEPYF




