UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion em?oplasmlc golgi plasma extr.'acellular
1D name sites sites reticulum apparatus membrane [region
E9QKZ2 E9QKZ2_MOUSE Mus NaN [25.385059 NaN NaN 28528544 MAAAAAAGAASGLPGPVAQGLKEAL [None None None [None None None None None None

musculus

VDTLTGILSPVQEVRAAAEEQIKVLE
VTEEFGVHLAELTVDPQGALAIRQLA
SVILKQYVETHWCAQSEKFRPPETT
ERAKIVIRELLPNGLRESISKVRSSVA
'YAVSAIAHWDWPEAWPQLFNLLME
MLVSGDLNAVHGAMRVLTEFTREV
TDTQMPLVAPVILPEMYKIFTMAEVY
GIRTRSRAVEIFTTCAHMICNMEELE
KGAAKVLIFPVVQQFTEAFVQALQM
PDGPTSDSGFKMEVLKAVTALVKNF
PKHMVSSMQQILPIVWNTLTESAAF
YVRTEVNYTEEVEDPVDSDGEVLGF
ENLVFSIFEFVHALLENSKFKSTVKK
ALPELIYYIILYMQITEEQIKVWTANP
QQFVEDEDDDTFSYTVRIAAQDLLLA
VATDFQNESAVALATAATRHLQEAE
QTKASGTEHWWKIHEACMLALGSV
KSIITDSVKNGRIHFDMHGFLTNVIL
VDLNLSASPFLLGRALWAASRFTVA
MSPELIQQFLQATVSGLHETQPPSV
RISAVRAIWGYCDQLKVSESTHVLQP
FLPSILDGLIHLAAQFSSEVLNLVME
TLCIVCTVDPEFTASVENKICPFTIAI
FLKYSNDPVVASLAQDIFKELSQIEA
CQGPMQMRLIPTLVSIMQAPADKIP
IAGLCATAIDILTTVVRNTKPPLSQLLI
CQAFPAVAQCTLHTDDNATMQNGG
ECLRAYVSVTLEQVAQWHDEQGHN
GLWYVMQVVSQLLDPRTSEFTAAFV
GRLVSTLISKAGRELGENLDQILRAIL
SKMQQAETLSVMQSLIMVFAHLVH
TQLEPLLEFLCSLPGPTGKPALEFVM
AEWTSRQHLFYGQYEGKVSSVALCK
LLQHGINADDKRLQDIRVKGEEIYS
MDEGIRTRSKSAKNPERWTNIPLLV
KILKLIINELSNVMEANAARQATPAE
'WNQDDSNDMWEDQEEEEEEEDGL
IAGQLLSDILATSKYEEDYYEDDEEDD
PDALKDPLYQIDLQAYLTDFLCQFAQ
QPCYIMFSCHLNDNERRVLQTIGI




