
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

E9QLA5 E9QLA5_MOUSE Mus
musculus

NaN 25.385059 NaN NaN 28528544 MSVKEGAQRKWAALKEKLGPQDSD
PTEANLESAEPELCIRLLQMPSVVNY
SGLRKRLESSDGGWMVQFLEQSGL
DLLLEALARLSGRGVARISDALLQLT
CISCVRAVMNSQQGIEYILSNQGYVR
QLSQALDTSNVMVKKQVFELLAALC
IYSPEGHALTLDALDHYKMVCSQQY
RFSVIMSELSDSDNVPYVVTLLSVIN
AIILGPEDLRSRAQLRSEFIGLQLLDI
LTRLRDLEDADLLIQLEAFEEAKAED
EEELQRISDGINMNSHQEVFASLFH
KVSCSPASAQLLSVLQGLMHLEPAG
RSGQLLWEALENLVNRAVLLASDAQ
ACTLEEVVERLLSIKGRPRPSPLDKA
HKSVQTNSVQNQGSSSQNTTTPTTK
VEGQQPVVASPCQHVGSIQSSSVDIA
PQPVALEQCITALPLPTPPLSSSTPVL
PPTPPPLPGPGATSPLPPPPPPLPPPL
PGSGTTSPPPPPPPPPPLPPPLPGSGT
ISPPPPPPPPPLPGTGAVSPPPPPPLP
SLPDSHKTQPPPPPPLPGMCPVPPPP
PLPRAGQIPPPPPLPGFSVPSMMGG
VEEIIVAQVDHSLGSAWVPSHRRVN
PPTLRMKKLNWQKLPSNVARERNS
MWATLGSPCTAAVEPDFSSIEQLFS
FPTAKPKEPSAAPARKEPKEVTFLDS
KKSLNLNIFLKQFKCSNEEVTSMIQ
AGDTSKFDVEVLKQLLKLLPEKHEIE
NLRAFTEERAKLSNADQFYVLLLDIP
CYPLRVECMMLCEGTAIVLDMVRPK
AQLVLTACESLLTSQRLPVFCQLILKI
GNFLNYGSHTGDADGFKISTLLKLT
ETKSQQSRVTLLHHVLEEVEKSHPD
LLQLSRDLEPPSQAAGINVEIIHSEAS
ANLKKLLEAERKVSASIPEVQKQYAE
RLQASIEASQELDKVFDAIEQKKLEL
ADYLCEDPQQLSLEDTFSTMKTFRD
LFTRALKENKDRKEQMAKAERRKQ
QLAEEEARRPRDEDGKPIRKGPGKQ
EEVCVIDALLADIRKGFQLRKTARGR
GDTEASGRVAPADPPKATEPATASN
PTQGTNHPASEPLDTTAADEPQGWD
LVDAVTPSPQPSKEEDGPPALERRSS
WYVDAIDFLDPEDTPDAQPSEGVWP
VTLGDGQALNPLEFSSNKPPGVKSS
HQDATDPEALWGVHRTEADSTSEG
PEDEAQRGQSTHLPRTGPGEDEDGE
DTAPESALDTSLDRSFSEDAVTDSSG
SGTLPRVQGRVSKGTSKRRKKRPSR
NQEEFVPDSDDIKAKRLCVIQ

False False 2.474 2.309 2.47 2.108 1.347 2.13 1.635


