UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion ent?oplasmlc golgi plasma extr:acellular
ID name sites sites reticulum apparatus membrane [region
E9QM]J1 E9QMJ1_MOUSE Mus NaN [29.185005 NaN NaN 22645316 |MPDQISVSEFIAETTEDYNSPTTSSF |[None None None [None None None None None None

musculus

TTRLHNCRNTVTLLEEALDQDRTAL
QKVKKSVKAIYNSGQDHVQNEENYA
QVLDKFGSNFLSRDNPDLGTAFVKF
STLTKELSTLLKNLLQGLSHNVIFTL
DSLLKGDLKGVKGDLKKPFDKAWK
DYETKFTKIEKEKREHAKQHGMIRT
EITGAEIAEEMEKERRLFQLQMCEY
LIKVNEIKTKKGVDLLQNLIKYYHAQ
CNFFQDGLKTADKLKQYIEKLAADL
IYNIKQTQDEEKKQLTALRDLIKSSLQ
LDPKEDSQSRQGGYSMHQLQGNKE
[YGSEKKGFLLKKSDGIRKVWQRRKC
IAVKNGILTISHATSNRQPAKLNLLTC
QVKPNAEDKKSFDLISHNRTYHFQA
EDEQDYIAWISVLTNSKEEALTMAF
RGEQSTGENSLEDLTKAIIEDVQRLP
GNDICCDCGSSEPTWLSTNLGILTCI
ECSGIHREMGVHISRIQSLELDKLGT
SELLLAKNVGNNSFNDIMEANLPSP
SPKPTPSSDMTVRKEYITAKYVDHRF
SRKTCASSSAKLNELLEAIKSRDLLA
LIQVYAEGVELMEPLLEPGQELGETA
LHLAVRTADQTSLHLVDFLVQNCGN
LDKQTSVGNTVLHYCSMYGKPECLK
LLLRSKPTVDIVNQNGETALDIAKRL
KATQCEDLLSQAKSGKFNPHVHVEY
EWNLRQDEMDESDDDLDDKPSPIK
KERSPRPQSFCHSSSISPQDKLALPG
FSTPRDKQRLSYGAFTNQIFASTSTD
LPTSPTSEAPPLPPRNAGKGPTGPPS
TLPLGTQTSSGSSTLSKKRPPPPPPG
HKRTLSDPPSPLPHGPPNKGAIPWG
NDVGPLSSSKTANKFEGLSQQASTS
SAKTALGPRVLPKLPQKVALRKTETS
HHLSLDRTNIPPETFQKSSQLTELPQ
KPPLGELPPKPVELAPKPQVGELPPK
PGELPPKPQLGDLPPKPQLSDLPPKP
QMKDLPPKPQLGDLLAKSQAGDVSA
KVQPPSEVTQRSHTGDLSPNVQSRD
IAIQKQASEDSNDLTPTLPETPVPLPR
KINTGKNKVRRVKTIYDCQADNDDE
LTFIEGEVIIVTGEEDQEWWIGHIEG
QPERKGVFPVSFVHILSD




