UniprotKB Entry name organism full oglcnacscore oplcnac p'h osphorylation PMIDS sequence intracellular extracellular |cytosol [nucleus imitochndrion em!oplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane region

E9QP59 E9QP59_MOUSE Mus NaN (26.066638 NaN NaN 28135057;28528544 MAAATAAAAPQQLSDEELFSQLRRY (True False 1.507 |[5.0 1.077 1.875 1.359 3.366 1.258
musculus GLSPGPVTESTRPVYLKKLKKLREEE

QQQQQQQQQQQHRAGGRGNKTRN
SNNNNTATAMGGRPGSGDLAYLRS
PAGLGRLSASAAESPVAGGSGGAAA
IVPAAGSKVLLGFSSDESDVEASPRE
QAGGGGARRDRAALQYRGLRAPPAP
PAAGEVTGGHPGERRKPHSWWGAR
RPAGPEPQPPAAGSDGAAEDADEEL
ADGEDRDPEAEEPLWASRTVNGSRL
LPYSSCREHYSDSEEEEEEGEEDGD
IVAPARQVLKDDSLARHRPRRSHSKP
FSALTAKSGGSRQETSVQGGGALAM
NDRAAAAGSLDRSRNLEEAAAEPGG
GGGGGCGCDPVDSIPRYRAGAKKLA
PLLSPPSPDGDSTLESPTGPLLKTNN
HIGGGAFGVDSPGLYANSLPPGATA
IAAAPGTLRINHANHTGSNHTYLKTA
IYGKPKLCEPEEELLQQFKREEVSPT
GSFSAHYLSMFLLTAACLFFLILGLT
YLGMRGTGVPEDGGLIKNPFDETFG
KIQESEKNLLMSTLYKLHDRLAQIAG
DHECGSSSQRMLSVQEAAAYLKNL
GPEYEDVFNTSLLWIFKNGKDVGIR
CVGYGPEEDLTNITDVQFLQSTRPQ
MPFWCRFRRAFITVTHRLLLLCLGV
IVLVCVALRYMRYRWTKEEEETRQM
YDMVVKIIDVLRSHNEACQETKDLQ
PYMPLPHVRDSLIQPQDRKKMKKV
WDRAVDFLAANESRVRTETRRVGG
IADFLVWRWIQPSASCDKTLVIPSKV
WQGQAFHLDRRNSPPNSLTPCLKIR
NMFDPVMEIGDHWHLAIQEAILEKC
SDNDGIVHIAVDRNSREGCVYVKCL
SPEYAGKAFKALHGSWFDGKLVTVK
IYLRLDRYHHRFPQALTCNTPLKPAN
KHMNSLSHLRLRTGLANSQGSS




