UniprotKB Entry name |organism full oglcnacscore oglcnac ‘p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion ent.loplasmlc golgi plasma extr:acellular
ID name sites sites reticulum |apparatus membrane region
F1LP05 F1LP05 RAT |Rattus IATP 25.563465 NaN NaN 34502162 [MLSVRIAAAVARALPRRAGLVSKNA ([True False 2.769 |4.369 [5.0 1.73 0.58 4.327 1.595
norvegicus |[synthase LGSSFVGTRNLHASNTRLQKTGTAE
subunit MSSILEERILGADTSVDLEETGRVLSI
alpha GDGIARVHGLRNVQAEEMVEFSSGL

KGMSLNLEPDNVGVVVFEGNDKLIKE
GDIVKRTGAIVDVPVGDELLGRVVDA
LGNAIDGKGPVGSKIRRRVGLKAPGI
IPRISVREPMQTGIKAVDSLVPIGRG
QRELIIGDRQTGKTSIAIDTIINQKRF
NDGTDEKKKLYCIYVAIGQKRSTVAQ
LVKRLTDADAMKYTIVVSATASDAAP
LQYLAPYSGCSMGEYFRDNGKHALII
IYDDLSKQAVAYRQMSLLLRRPPGRE
IAYPGDVFYLHSRLLERAAKMNDSFG
GGSLTALPVIETQAGDVSAYIPTNVIS
ITDGQIFLETELFYKGIRPAINVGLSV
SRVGSAAQTRAMKQVAGTMKLELA
QYREVAAFAQFGSDLDAATQQLLSR
GVRLTELLKQGQYSPMAIEEQVAVIY
IAGVRGYLDKLEPSKITKFESAFLSHV
IVSQHQSLLGNIRSDGKISEQSDAKL
KEIVINFLAGFER




