UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extl"acellular
1D sites sites reticulum apparatus membrane region
F1LPVO F1LPVO_RAT [Rattus Asparagine- [23.439218 NaN NaN 38843836 [MSSEVIRGTADMVLELYVSDREGND [False False 3.873 [1.91 1.075 0.97 False 1.035 0.861
norvegicus|-tRNA IATGDGTKEKPFKTGLKALMTVGKEP
ligase, FPTIYVDSQKENERWDVISKSQMKN

cytoplasmic

IKKMWHREQMKSDSREKKEAEDNL
RREKNLEEAKKIIIKNDPSLPEPACV
KISALEGYRGQRVKVFGWVHRLRRQ
GKNLMFLVLRDGTGYLQCVLSDDLC
QCYNGVVLSTESSVAVYGTLNLTPK
GKQAPGGHELSCDFWELVGLAPAG
GADNLINEESDVDVQLNNRHMMIR
GENMSKILKARSMITRCFRDHFFDR
GYCEVTTPTLVQTQVEGGATLFKLDY
FGEEAFLTQSSQLYLETCLPALGDVF
CIAQSYRAEQSRTRRHLAEFTHVEA
ECPFLTFEDLLSRLEDLVCDVVDRVL
KSPVASIVYDLNPNFKAPKRPFRRM
NYSDAIEWLREHDVKKEDGTFYEFG
DDIPEAPERLMTDTINEPILLCRFPV
EIKSFYMQRCPEDPRLTESVDVLMP
NVGEIVGGSMRSWDSEEILEGYKRE
GIDPAPYYWYTDQRKYGTCPHGGYG
LGLERFLSWILNRYHIRDVCLYPRFL

QRCRP




