UniprotkB Entry name (organism full oglcnacscore oplcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol mucleus mitochndrion en(‘loplasmlc golgi plasma extr‘acellular

ID name sites sites reticulum apparatus [ membrane [region

F1LVL5 F1LVL5_RAT Rattus NaN [23.439218 NaN NaN 38843836 MENRPGSFQYVPVQLQGGAPWGFT |False False 2.77 3.896 [False False False 4.0 False
norvegicus LKGGLEHCEPLTVSKIEDGGKAALS

QKMRTGDELVNINGTPLYGSRQEAL
ILIKGSFRILKLIVRRRNTPVSRPHSW
HVAKLLEGCPDVATTMHFPSEAFSL
SWHSGCNTSDVSVQWCPLSRHCST
EKSSSIGSMESLEQPGQATYEGHLL
PIEQNMYPSQRDSAYSSFSASSNAS
DCALSLKPEEPPSTDCVMSGPGPTK
VIDDQANVSETSGSSHSTSGGHMT
STSHASSCSEEGHHSGPAKMVRGPP
EPPVRRDSLQASRAQLLNGEQHRAS
EPVDSLQQKEKPALETMLPPRSSNQ
FCCISGQDQVTGEDHQNCELSKPSE
SSQDDCDHLLIEGSSKALDSPKAHD
KGSNKEFGLLKEASADLANTLSFGAI
PHLRGSIEHRHSAPEQLLASHLQQM
HLDSRGNKGMELPTGQDGHQWTM
SPLHNNPKGKKSPGLPTGGTQDQTS
KERKIKPTDDKLMVSANQSQSDALL
GEVDGHPSERTYLDSNRASRASSDL
TGQQPSATCSPVQQTRDFFSANKVV
GHTEATEEGDNEPKEGGRLGGRRS
GGPRGRSIQNRRKSERFATNLRNEI
QRRKAQLQKSKGPLSQLCDTKEDVE
ETQEPPESPPLPASNSSLLPSYKNVP
SHGDQLFNKSMILRARSSECLSQAS
ESSKARVGLEGRMSPGQRSGQSSLA
LNTWWKASDSSTLDTEKANAHHGV
CRGHWRWSPEHNAQPQVALSTEGP
SNPDDNKELKIPTPQAGDEAILMPF
ADRRKFFEESSKSLSTSHLPGLTTH
NKPFIQRPKPIDQNFQSVSYRELRCH
PMDQSYHSADQPYHAADQSYHSLS
PLQSEAPTYPDCFAPKGVDNSLYCK
PVHHGDCDYHRTCSHPCSAQGTVM
HDPCICCSGEICPALLKRNLLPKCH
NCRCHHHQCIRCTGCCHSPQHGAH
EDSSMASGNAWKSRKAAIQEFPVDK
'WKPITGNRKTSHSGREMAHSKANL
SLSAPFRPHIENSALDLSNYRAVSSL
DLLGDFKHASNTPEESSVYEDESSV
ASMPRPLRSRAFSESHISLEPQNTRA
'WGKQQRESFSKGSETQPDTLGARK
KAFPPPRPPPPNWEKYRLFRAAQQQ
QQQQQQQQAQQQQQQQQQCEKEEE
EEKEQEEKGEKEEDLPPQYFSSETT
GSCAPITEEQPQSLKMGHQEASRQS
SQSLQEQEAYAVHPSNFVPAVRSYP
VTQPEKAQPPCYYGAHGLWRTTEQE
ATVTPKQEFQHFSPPTGASGIPTSYS
AYYNISVAKAELLNKLKQQPEMAEA
GLGEEGVDYELAQKKIQLIESISRKLS
VLREAQRGLLDDINANAALGEEVEV
NLKAVCKSNELEKYHLFIGDLDKVV
NLLLSLSGRLARVENALNSIDAESN
QEKLVLREKKQQLTNQLADAKELKE
HVDRREKLVFSMVSRYLPQDQLQDY
QHFVKMKSALIIEQRELEEKIKLGEE
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