UniprotkB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol jnucleus mitochndrion ent:loplasmlc golgi plasma extr“acellular

ID name sites sites reticulum apparatus membrane region

F1LXC7 F1LXC7 RAT |Rattus NaN (23.439218 NaN NaN 38843836 MLPFTGADNLQTHVTPTSESFPLGK |None None None |None None None None None None
norvegicus LLPISPTWPFLEVKSSSAADRIKNVL

GQPPDNTTLTQLSQTPLPKAHRKTR
AHVDFSSSLYQGSGHSASLDLAKDP
TETLVQTRPEGGREAADMSVETSVS
SKGELSATVAAAATTTLFLRKSSPAP
LSAALTAKGTGGGGSLAKSSLTTALA
KNVTNKAAPGPKVTAGTVHTAFPFT
PTYMLARTAHSLSTHTAMQGASGSV
SGLLSTTHLPKKPQAMHTGLPNPTR
PDTPRASTPRPLTITAALTSLTASVKA
TRLPSLQTGNTDAAFPAVSTAMVTT
GRMASNLDCQMSHKFLVKTVFFLT
QRRIQSSESLKLGVTKGLTQALRKAF
HQNDVSAHVDILEYSHNVTVGYYAT
KGRLVYLPAVVMDVLGVYGVSNVTA
DLKQHAPNLQSVAVLASPWKPQPAG
AFQLKTVLQFVSQSDNIQSCRFAQT
MEQRLQKAFQDAERKVLGTRSNLT
IVQIVSTSNASQAVTLVYAVGNQSSFL
NGTMASSLLSQLSAELVGFYLTYPPL
TIAEREYVRATASSTPLLCASSVLQG
VDNSLVGLHNQSFARVMEQRLAQL
FMMSQQQGRRFKRATTLGSYTVQM
IVKMQRVPGPKDPAELTYYTLYNGKP
LLGTAAAKILSTIDSQRMALTLHHVV
LLQADPVVKNPPNNLWIIAAVLAPIA
IVVTIIIIIITAVLCRKNKNDFKPDTMIN
LPQRAKPVQGFDYAKQHLGQQGAD
EEVIPVTQETVVLPIPVRDTPQERDT
AQDGSTIKTAKSTETRKRSPSENGSV
ISNESGKPSSGRCSPQNGMTQQKVT
KEESRKRNGTASDEEEGAGLFDSAG
KAAADPFDTSSGSVQLIAIKPSALPVV
HPASDRGPESSAALNGEVSKALKQK
SDIEHYRNKLRLKAKRKGYYDFPPV
DAGKGLTERKKMYEKAPKEMEHAL
EPDPELCAPFAESKNRQQMKNSVYR
SRQSLNSPSPGETEMDLLVTRERPR
RGIRNSGYDTEPEIIEETNVDRVHEP
RGYGRARQMKGHSETSTLSSQPSID
EVRQQMHMLLEEAFSLASAGHAGQ
SRHQEAYGSTQHLPYSEVVTSAPGT
MTRPRAGVQWVPTYRPEMYQYSLP
RPAYRFSQLPEMVMGSPPPPVPPRT
GPVAVASLRRSTSDIGSKTRMAESTG
PEATQLHDSASFAQVSRGPVSVTQL
DQSALNYSGNTVPAVFAIPAANRPG
FTGYFIPTPPPSYRSQAWMSYAGDSE
LPSQWADSVPLPGYIEAYPRSRYQQS
SPSRLPRQYSQPTNLHPSLEQAPVPS
IAAASQQSLTENEPPDTPLTNISTAAL
VKAIREEVAKLAKKQTDMFEFQV




