GGSGQYTHKVYHVGMHIPGWFRSIL
PKAALRVVEESWNAYPYTRTRFTCP
FVEKFSIDIETFYKTDTGENNNVENL
SPVEKNQLITDIIDIVKDPVTPSEYKT
EEDPKLFQSIKTRRGPLSENWIQEYK
KRLLPIMCAYKLCKVEFRYWGMQSK
IERFIHDTGLRRVMVRAHRQAWCW
QDEWYGLTMEKIRELEKEVQLMLSR
KMAQFSEEGPSELSKESTIKDQATG
ATPEPSSSNGESLGRGLKKQWSTSS
KSSRSSKRGASPSRHSISEWRMQSI
ARDSDESSEEEFFDAQENLQHKEE
MYTKDITKWSSNDLMDKMENPEPE
ESQDSLYHQSGSEFRVASSVEQLNT
IEDEVSQPLATPPSKIHVLLLVLHGG
TILDTGAGDPSSKQGDTNTITNVFDT
'VMRVHYPSALGHLAIRLVPCPPICAD
AFALVSNLSPYGHDEGCLSSSQDHI
PLAALPLLATSSPQYQEAVATVIQRA
NLAYGDFIKSQEGVTFNGQVCLIGD
CVGGILAFDALCYSGQPVSESQSSSR
RGSVVSMQDADLLSPGILVNAAHCS
GGSGGGSGGGSSLESSRHLSRSNID
IPRSNGTEDSRKQMPRKRSDSSTYE
LDTIQQHQAFLSSLHASVLRNEPSS
RRSSSSTMLDGAGALGKFDFEIADL
FLFGCPLGLVLALRKTVIPSLDVFQL
RPACQQVYNLFHPADPSASRLEPLL
ERRFHTLPPFNIPRYQRYPLGDGCST
LLVETVQRNPELVLEGGPLAPLPHG
DSFLETSIPVPALTWQDGPRQSLGCS
ESDALQTHNTVFQEHAAPSSPGTAP
ASRGFRRASEISIASQVSGMAESYTA
SGIAQIAAKWWGQKRIDYALYCPDAL
MAFPTVALPHLFHASYWESTDVVSF
LLRQVMRHDSASILELDGKEVSVFT
PSQPREKWQRKRTHVKLRNVAANH
RINDAVANEDGPQVVTGRFMYGPLD
MVTLTGEKVDVHIMTQPPSGEWLYL
DTLVTNSSGRVSYTIPETHRLGVGVY
PIKMVVRGDHTFADSYITVLPKGTEF
'VVFSIDGSFAASVSIMGSDPKVRAGA
VDVVRHWQDLGYLIIYVTGRPDMQK
QRVVAWLAQHNFPHGVVSFCDGLV
HDPLRHKANFLKLLISELHLRAHAA
YGSTKDVAVYNSISLSPMHIYIVGRP
TKKLQQQCQFITDGYAAHLAQLKYN
HRARPARNTATRMALRKGSFGLPG
QGDFLRSRNHLLRTISAQPSGPSHR
HDRTQTQMDLEQRGQRSMSMAAS
CWGRAMAGRLEPGAATGPK

UniprotkB Entry name (organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extr“acellular

ID name sites sites reticulum apparatus membrane region

F1LXD6 F1LXD6 RAT Rattus NaN [23.439218 NaN NaN 38843836 [MIIKEYRIPLPMTVEEYRIAQLYMIQK |False False 2.589 [False False 0.998 0.938 2.625 False
norvegicus KSRNETYGQGSGVEILENRPYTDGP




