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Entry
name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

F1LYQ8 FARP1_RAT Rattus
norvegicus

FERM,
ARHGEF
and
pleckstrin
domain-
containing
protein	1

23.439218 NaN S20;S23;T24;S340;S373;S389;S403;
S427;S433;S437;S513;S517;S837;S
876;S882;T887;S893;S900;S903

38843836 MGEIEQKPTPASRLGAPENSGISTLE
RGQKPPPTPSGKLMTVKIQMLDDTQ
EAFEVPQRAPGKVLFDAVCNHLNLV
EGDYFGLEFPDHRKIVVWLDLLKPIV
KQIRRPKHVLVKFVVKFFPPDHTQL
QEELTRYLFALQVKQDLAQGRLTCN
DTSAALLISHIVQSEIGDFDEALDRE
HLAKNKYVPQQDALEDKIVEFHHSH
IGQTPAESDFQLLEVARRLEMYGIRL
HPAKDREGTKINLAVANTGILVFQGF
TKINAFNWAKVRKLSFKRKRFLIKLR
PDVNSSYQDTLEFLMAGRDFCKSF
WKICVEHHAFFRLFEEPKPKPKPVL
FSRGSSFRFSGRTQKQVLDYVKEGG
HKKVQFERKHSKIHSTRSLVSQPTA
PNSEVPKQSPQSASLTFGEGTESPSA
QSCQQAKETKVCTLEPGPRQSPALS
KSPSGSKAADGTAAAAPPEEEDEEE
GGKDGIRPSNPQPPQPSTGSLTGSP
HLSELSINSQGGAAPANVTLSPNLSP
DNKQASPLISPLLNDQACPRTDDEE
EGRRKRFPTDKAYYIAKEVSTTERTY
LKDLEVIASWFQSTVSKEDSMPEAL
KSLIFPNFEPLHKFHTNFLKEIEQRL
ALWEGRSNAHIRGDYQRIGDVMLK
NIQGMKHLAAHLWKHSEALEALET
SIKGSRRLEHFCRDFELQKVCYLPL
NTFLLRPLHRLMHYKQVLERLCKH
HPPNHADFRDCRAALAEITEMVAQL
HGTMIKMENFQKLHELKKDLIGIDN
LVIPGREFIRLGSLSKLSGKGLQQRM
FFLFNDVLLYTSRGLTASNQFKVHG
QLPLYGMTIEESEEEWGVPHCLTLR
GQRQSIIVAASSRSEMEKWLEDIQM
AIDLAEKSNGPTPELLASSPPDNKSP
DEATAADQESEDDLSASRTSLERQA
PHRGNTMVHVCWHRSTSVSMVDF
SIAVENQLSGNLLRKFKNSNGWQKL
WVVFTNFCLFFYKSHQDSHPLASLP
LLGYSLTIPSESENIHKDYVFKLHFK
SHVYYFRAESEYTFERWMEVIRSAT
SSASRAHSLSHKESHLY

True True 5.0 2.856 0.813 False False 5.0 0.69


