UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus jmitochndrion em.hplasmlc golgi plasma extlfacellular

ID name sites sites reticulum apparatus membrane [region

F1M2D4 F1M2D4 RAT Rattus NaN [23.439218 NaN NaN 38843836 MNGVAFCLVGIPPRPEPRPPQLPLG |False False 2.354 (2.344 False False 0.828 False False
norvegicus SRDGCSSGRPLPWQGPRTLLLHKNL

QDGFGFTLRHFIVYPPESAVHCSLKE
EENGSRGGQGGQGGGRGGRGGRG
GRGGRGAGGRGGGGGPSPRHRLEP
MDTIFVKNVKEGGPAHRAGLRTGDR
LVKVNGESVIGKTYSQVIGLIQNSDD
TLELSIMPKDEDILQLAYSQDAYLKG
NEPYSGEARSIPEPPPLCYPRKTYAP
PTRAPAWATMVPEPISALPTDPRSPA
AWSDPGSRVTSATRAHLDNSSLGM
SQPRPSPGAFPHLPSESRTPRAFLES
GSRVLPSRLECQQALSHWLSNQIPR
RAGERRCPAMPPRARSASQDRLEDV
TTHHPWPCSTSQDALSQLGQEGWH
RARSDDYLSRATRSAEALGPGALVSP
RLERCGWASQRSSARTSACPSRDLP
GPQAPPASGLQGLDDIGYIGYRSYSP
SFQRRTGLLHALSFRDSPFGGLPTFS
LAQSPASFPPEASEPPRVARPDPSTR
ALEPPAEDHRDEVVLRQKPPTGRKV
QLTPARQVNLGFGDESLEPEARGER
PGRKVAPLATTEDSLASIPFIDEPTSP
SIDLQAKHVPASAVVSSAMNSAPVL
GTSPSSPTFTFALSRHYSQDCSSIKA
GRRSSYLLAITTERSKSCDDGLNTFR
DEGRVLRRLPNRVPSLRMLRSFFTD
GSLDSWGTSEDAEAPSKRHSTSDLS
DATFSDIRREGWLYYKQILTKKGKKA
GGGLRQWKRVYAVLRARSLSLSKER
REPGPAAAGAAAAGAGEDEAAPVCI
GSCLVDISYSETKRRHVFRLTTADFC
EYLFQAEDRDDMLGWIRAIRENSRA
EGEDPGCANQALISKKLNDYRKVSH
SSGPKADSSPKGSRGLGGLKSEFLK
QTAVRGLRTQDQPAGSKEDSVTTPK
TPWGINIIKKNKKAAPRAFGIRLEDC
QPATENQRVPLIVAACCRIVEARGLE
STGIYRVPGNNAVVSSLQEQLNRGP
SDINLQDERWQDLNVISSLLKAFFR
KLPEPLFTDDKYNDFIEANRIEDSRE
RMKTLRKLIRDLPGHYYETLKFLVG
HLKTIADHSEKNKMEPRNLALVFGP
TLVRTSEDNMTDMVTHMPDRYKIV
ETLIQHSDWFFSDDEDKGERTPVDD
KEPQSVPNIEYLLPNIGRTVPPSDPG
SDSTTCSSAKSKGSWVPKKEPYARE
MLAISFISAVNRKRKKRREARGLGSS
TDDDSEQEAHKAAVGTQEPPEGQLP
GPSAEEAPGRLSPSTAPDERPAADTR
SIVSGYSTLSTMDRSVCSGTGGRRA
GAGDEADDERSELSHVETDTEGGAG
PGGRLARRPSFSSHHLMPCDTLARR
RLSRSRADAEGPRGPEPLGSASSSS
QESLRPPAAAPVLGSRPSRVEALRLR
LRGTADDMLAVRLRRPLSPETRRRR
SSWRRHTVVVQSPLTDLNFNEWKE
LDGGGPPESAGVRPHSDNKDSGLSS
LESTKARASSAASLPSGDLGALQGLP
ARRSAAARLHQCL




