
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

F1M820 F1M820_RAT Rattus
norvegicus

NaN 25.563465 NaN NaN 34502162 MSSECDVGSSKAVVNGLAPGSHGP
DKDMDPTKICTGKGTVTLRASSSYR
ETPSSSPVSPQESPKHENKSGLEPE
DHSADEWKLSSSADANGNAQPSPL
AAKGYRSVHPSLLADKPQGSPLLNE
VSSSHIDTDSQVFPPTSKPSSAYPST
TIVNPTIVLLQHNRDPASERRVGEQD
PVPTPAELTSPIRAAERRAKDDSRRV
VRSAQDLSSVSMDEVGIPLRNTERS
KDWYKTMFKQIHKLNRDDDSDLHS
PRYSFSEDTKSPLSVPRSKSEMNYID
GEKVVKRSATLPLPARSSSLKSSPER
NDWEPPDKKVDTRKYRAEPKSIYEY
QPGKSSVLTNEKMSRDISPEEIDLK
NEPWYKFFSELEFGRPTNLEKDLNL
CQAELEADLEKVETVNKSPTAHVPQ
SSAVSPTPDITSEPPGYIYSSDFHAVK
RESDGTPGGLASLENERQIYKSVLEG
GDIPLQGLSGLKRPSSSASTKVDRKG
GNAHMISSSSVHSRTFHTSNALGPG
CKHKKPLSAAKACISEILPSKFKPRL
SAPSALLQEQKSVLLTSEKAQSCENL
CVSLNDSKRGLPLRVGGSIENLLMR
SRRDYDSKSSSTMSLQEYSTSSRRP
CPLSRKAGLHFSMFYRDMHQINRA
GLSLGSISSSSVRDLASHFERSSLSL
ARGELGASQEGSEHIPKHTVSSRITA
FEQLIQRSRSMPSLDFSGRLSKSPTP
VLSRSGLTSARSAESLLESTKLRPRE
MDGMDSGGVYSSPTCSNMADHALS
FRSLAPSEPLSICSDELDHCSNISND
SREGSGGSVHGDFPKHRLNKCKGT
CPASYTRFTTIRKHEQQSSRQPDWR
SDSRGDRNSLLRNIYLMSPLPFRLK
KPLQQHPRQPPHDDSSGCPAGQKA
DLPCQGPQDQPHSAGKPMVPTRLSS
RHTMARLSHNSEPPLDRSAGLEDCT
RAVNNGNPVPYSDHALDRNNNPQS
ELAAAHGDSESPRHFIPADYLESTEE
FIRRRHDDKEKLLADQRRLKREQEE
ADIAARRHTGVIPTHHQFITNERFGD
LLNIDDTAKRKSGLEMRPARAKFDF
KAQTLKELPLQKGDIVYIYKQIDQNW
YEGEHHGRVGIFPRTYIELLPPAEKA
QPRKLAPVQVLEYGEAIAKFNFNGD
TQVEMSFRKGERITLLRQVDENWYE
GRIPGTSRQGIFPITYVDVLKRPLVKT
PVDYIDLPYSSSPSRSATVSPQQPQA
QQRRLTPDRSQPSQDLCSYQALYSY
VPQNDDELELRDGDIVDVMEKCDD
GWFVGTSRRTRQFGTFPGNYVKPLY
L

None None None None None None None None None


