UniprotKB Entry name [organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extr‘acellular

ID name sites sites reticulum apparatus membrane [region

F1M865 F1M865 RAT [Rattus NaN [25.563465 NaN NaN 34502162 MKSSYSHFCLLQLTPEEPSGAAAGE [None None None [None None None None None None
norvegicus DLPATSMSSECDVGSSKAVVNGLAP

GSHGPDKDMDPTKICTGKGTVTLRA
SSSYRETPSSSPVSPQESPKHENKSD
EWKLSSSADANGNAQPSPLAAKGYR
SVHPSLLADKPQGSPLLNEVSSSHID
TDSQVFPPTSKPSSAYPSTTIVNPTIV
LLQHNREQQKRLSSLSDPASERRVG
EQDPVPTPAELTSPIRAAERRAKDDS
RRVVRSAQDLSSVSMDEVGIPLRNT
ERSKDWYKTMFKQIHKLNRDDDSD
LHSPRYSFSEDTKSPLSVPRSKSEM
NYIDGEKVVKRSATLPLPARSSSLKS
SPERNDWEPPDKKVDTRKYRAEPKS
[YEYQPGKSSVLTNEKMSSAVSPTPD
ITSEPPGYIYSSDFHAVKRESDGTPG
GLASLENERQIYKSVLEGGDIPLQGL
SGLKRPSSSASTKDSESPRHFIPADY
LESTEEFIRRRHDDKEKLLADQRRL
KREQEEADIAARRHTGVIPTHHQFIT
NERFGDLLNIDDTAKRKSGLEMRPA
RAKFDFKAQTLKELPLQKGDIVYIYK
QIDQNWYEGEHHGRVGIFPRTYIEL
LPPAEKAQPRKLAPVQVLEYGEAIAK
FNFNGDTQVEMSFRKGERITLLRQV
DENWYEGRIPGTSRQGIFPITYVDVL
KRPLVKTPVDYIDLPYSSSPSRSATVS
PQQPQAQQRRLTPDRSQPSQDLCSY
QALYSYVPQNDDELELRDGDIVDVM
EKCDDGWFVGTSRRTRQFGTFPGN
YVKPLYL




