UniprotKB Entry name (organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion enc‘loplasmlc golgi plasma extl:acellular

ID sites sites reticulum apparatus membrane region

F1M953 F1M953_RAT [Rattus Stress-70 25.563465 NaN NaN 34502162 |MISASRAAAARLVGTTASRSPAAARH (True False 3.265 [4.509 |4.786 2.641 1.658 2.141 1.944
norvegicus |protein, QDGWNGLSHEAFRFVSRRDYASEAI

mitochondrial

KGAVVGIDLGTTNSCVAVMEGKQAK
VLENAEGARTTPSVVAFTPDGERLV
GMPAKRQAVTNPNNTFYATKRLIGR
RYDDPEVQKDTKNVPFKIVRASNGD
AWVEAHGKLYSPSQIGAFVLMKMK
ETAENYLGHTAKNAVITVPAYFNDS
QRQATKDAGQISGLNVLRVINEPTAA
IALAYGLDKSEDKVIAVYDLGGGTFDI
SILEIQKGVFEVKSTNGDTFLGGEDF
DQALLRHIVKEFKRETGVDLTKDNM
ALQRVREAAEKAKCELSSSVQTDINL
PYLTMDASGPKHLNMKLTRAQFEGI
VIDLIKRTIAPCQKAMQDAEVSKSDI
GEVILVGGMTRMPKVQQTVQDLFG
RAPSKAVNPDEAVAIGAAIQGGVLAG
DVTDVLLLDVTPLSLGIETLGGVFTK
LINRNTTIPTKKSQVFSTAADGQTQV
EIKVCQGEREMAGDNKLLGQFTLIGI
PPAPRGVPQIEVTFDIDANGIVHVSA
KDKGTGREQQIVIQSSGGLSKDDIEN
MVKNAEKYAEEDRRKKERVEAVNM
AEGIITHDTETKMEEFKDQLPADECN
KLKEEISKMRELLARKDSETGENIR
QAASSLQQASLKLFEMAYKKMASER

EGSGSSSTGEQKEDQKEEKQ




