
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

F1MAP4 F1MAP4_RAT Rattus
norvegicus

NaN 23.439218 NaN NaN 38843836 MAISSSSCLGLICSLLCHWLRAASSL
NLEDPNVCSHWESYSVTVQESYPHP
FDQIYYTSCTDILNWFKCTRHRVSYR
TAYRHGEKTMYRRKSQCCPGFYESR
DVCVPHCADKCVHGRCIAPNTCQCE
PGWGGTNCSSACDGDHWGPHCSS
RCQCKNRALCNPITGACHCAAGYRG
WRCEDRCEQGTYGNDCHQRCQCQ
NGATCDHITGECRCSPGYTGAFCED
LCPPGKHGPQCEQRCPCQNGGVCH
HVTGECSCPSGWMGTVCGQPCPEG
RFGKNCSQECQCHNGGACDAATGQ
CHCSPGYTGERCQDECPVGTYGVRC
AETCRCVNGGKCYHVSGTCLCEAGF
SGEFCEARLCPEGLYGIKCDKRCPC
HLDNTHSCHPMSGECGCKPGWSGL
YCNETCSPGFYGEACQQICSCQNGA
DCDSVSGRCACAPGFKGTDCSTPCP
LGRYGINCSSRCGCKNDAVCSPVDG
SCICKAGWHGVDCSISCPSGTWGFG
CNLTCQCLNGGACNTLDGTCTCAP
GWRGEKCEFPCQDGTYGLNCAERC
DCSHADGCHPTTGHCRCLPGWSGV
HCDSVCAEGRWGPNCSLPCYCKNG
ASCSPDDGICECAPGFRGTTCQRICS
PGFYGHRCSQTCPQCVHSSGPCHHI
TGLCDCLPGFTGALCNEVCPSGRFG
KNCAGVCTCTNNGTCNPIDRSCQCY
PGWIGSDCSQPCPPAHWGPNCIHTC
NCHNGAFCSAYDGECKCTPGWTGL
YCTQRCPLGFYGKDCALVCQCQNGA
DCDHISGQCTCRTGFMGRHCEQKC
PAGTYGYGCRQICDCLNNSTCDHIT
GTCYCSPGWKGARCDQAGVIIVGNL
NSLSRTSTALPADSYQIGAIAGIVVLL
LVVLFLLALFVIYRHKQKRKESSMPA
VTYTPAMRVINADYTIAETLPHSNGG
NANSHYFTNPSYHTLSQCAASPHVN
NRDRMTIAKSKNNQLFVNLKNVNP
GKRGALVDCTGTLPADWKQGGYLN
ELGAFGLDRSYMGKSLKDLGKNSEY
NSSTCSLSSSENPYATIKDPPALLPK
SSECGYVEMKSPARRDSPYAEINNS
TSANRNVYEVEPTVSVVQGVFSNNG
HVTQDPYDLPKNSHIPCHYDLLPVR
DSSSSPKREDGGGSSSSTTTSNSSN
SSE

False True 1.067 1.461 1.323 1.068 0.575 4.727 2.691


