UniprotKB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular lextracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
F1QB54 PABPA_DANRE [Danio Polyadenylate- |26.412228 NaN NaN 40044042 MNPSAPSYPMASLYVGDLHPDVTEA [NaN NaN NaN  [NaN NaN NaN NaN NaN None
rerio binding MLYEKFSPAGPILSIRVCRDMMTRR
protein 1A SLGYAYVNFQQPADAERALDTMNF

DVIKGRPVRIMWSQRDPSLRKSGVG
NIFIKNLDKSIDNKALYDTFSAFGNIL
SCKVVCDENGSKGYGFVHFETHEAA
ERAIEKMNGMLLNDRKVFVGRFKS
RKEREAEMGARAKEFTNVYIKNFGE
DMDDEKLKEIFCKYGPALSIRVMTD
DSGKSKGFGFVSFERHEDAQRAVDE
MNGKEMNGKQVYVGRAQKKGERQ
TELKRKFEQMKQDRMTRYQGVNLY
IVKNLDDGLDDERLRKEFSPFGTITSA
KVMMEGGRSKGFGFVCFSSPEEAT
KAVTEMNGRIVATKPLYVALAQRKE
ERQAHLTSQYMQRMASVRAVPNPV
LNPYQPAPPSGYFMAAIPQAQNRAA
IYYPTSQLAQLRPSPRWATQGVRPQH
FQNMPNAAVRPSAPRPQTFNPVRPA
SQVPRMMTSQRMGSQAMGPRPAA
AGAATGPAQVRGVPQYKYAPGVRNP
QQHMPTQPQVPMQQPAVHVQGQE
PLTASMLAAAPPQEQKQMLGERLFP
LIQNMHPSLAGKITGMLLEIDNSELL
HMLESPESLRSKVDEAVAVLQAHQA
KEAAQKSVPSPAVPAV




