UniprotKB Entry name organism full oglcnacscore oglcnac p h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extt:acellular
ID name sites sites reticulum apparatus membrane [region
F273U3 F2Z3U3_MOUSE Mus NaN [25.775171 NaN NaN 34678516 MEQLSDEEIDHGAEEDSDKEDQDL (True False 4.228 |4.516 |0.921 0.862 0.937 4.37 1.161

musculus

DKMFGAWLGELDRLTQSLDSDKPK
EPVKRSPLRQETNMANFSYRFSIYN
LNEALNQGETVDLDALMADLCSIEQ
ELSSIGSGNSKRQVTEPKVPQKLPAG
RHTSKHGTLRGPSSSSNRTTKPSHA
NYSLDDITAQLEQASLSMDEAAQQS
LVEDPKPLVTNQHRRTASAGTVSDA
EARSISNSSRSSITSAASSMDSLDID
KVTRPQELDLTTHQGQPITEEEQAA
KLKAEKIRVALEKIKEAQVKKLVIRV
HMSDDSSKTMMVDERQTVRQVLD
NLMDKSHCGYSLDWSLVETISELQ
MERIFEDHENLVENLLNWTRDSQN
KLIFMERIEKYALFKNPQNYLLGKKE
TAEMADRNKEVLLEECFCGSSVTVP
EIEGVLWLKDDGKKSWKKRYFLLRA
SGIYYVPKGKAKVSRDLVCFLQLDHV
NVYYGQDYRNKYKAPTDCCLALKHP
QIQKKSQYIKYLCCDDARTLHQWVN
GIRIAKYGKQLYTNYQEALKRTESAY
DWTSLSSSSIKSGSSSSSIPESQSNH
SNQSDSGVSDTLPTGHIRSQSTVSSI
FSEAWKRGTQLEESSKARMESMNR
SYTSLMPPLSPQTKIITPYTASQPSPP
LPPPPPPPPPPPPPPPPPPPPLPSQSA
PSSGSAATMFVKYSTITRLQNAAQH
SGTLFKSPTPPAMQPLPLASQSKAQI
VVPPNGVIPPPPPPPPPPTPGSAMAQ
LKPVPCAPSLPQFSPQPPPLKIHQVQ
HLPQTAPPTPPPAPPITATVPPQAPPK
PLVTIPPSASTKTVSPVVAQAVPPTPA
PPVPPAKKQPVFPVSHIPPTPPVQPT
PHPPPTLPKQQSFGVKPPPSPLSPVP
SVVKQIASQFPPPPTPPPVDSQPLKS
LPASGTPQSPPAVKAKPKWQPSSIPV
PSPDFPPPPPESSLVFPPPPPPAPAPA
PPPPPPPPPPPPPVPPTASPTPDKGGS
PGKKTSKMSSPGGKKPPPTPQRNSS
IKSGSCAEHPEPKRPSVDSLVSKFAP
PAESGSPSKETPPPPAAPPKPGKLHL
SGVNLPGIHQQGIVSAKASVLSGRG
KDVVVEFPSPPSDSDFPPPPPEIELPL
PPIEIPAVFSGNTSPKVAVVNPQPQL
WSKTSVKKAPPPTRPKRNDSTRLTQ
IADISEQPAMTTVVPQVPTSPKSSLSV
QPGFLADLNRTLQRKSITRHGSLSSS
RMSRAEPTATMDDMALPPPPPELLS
DQQKAGFGGSHISGYATLRRGPPPA
PPKRDQNTKLSRDW




