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Entry
name organism full

name oglcnacscore oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

F4J8G7 VIR_ARATH Arabidopsis
thaliana

Protein
virilizer
homolog

27.144759 NaN NaN 28154133 MVRSEPCVLFAQTFVHPQLDEYVDE
VIFAEPVIITACEFLEQNASSSSQAVS
LVGATSPPSFALEVFVRCEGESKFKR
LCNPFLYTPSAPYPLEVEAVVTNHLV
VRGSYRSLSLIVYGNIVKDLGQYNIIL
EGRSVTDIVSSTEGNLEDLPLVLHSV
NRTIEECLSSLDIVSLPLAAVDLPVEV
KRLLQLLLKIFDKLATNDVVNKFVDT
VVSGVSSYVTDNVDFFLKNKNCSAV
TSSLDSGLFHDIVDRVKEDILDLNEI
QESDVALGLFSFLESETYLATSQQLV
VMLSPYIQFERDSLCTVLPKLSKGKA
TLLGLSLAFLLCSGREGCLQFVNSG
GMDQLVYLFGHDGQNSTTITLLLLG
VVEQATRHSVGCEGFLGWWPREDG
SIPSGKSEGYCLLLKLLMQKPCHEIA
SLAIYILRRLRIYEVISRYEFAVLSALE
GLSNSHGAATHNLNMLSDAKSQLQ
KLQNLMKSLGSVEDPSPSAYAERSL
VSDHSEGWLSYKATSKLTSSWTCPF
YSSGIDSHILALLKERGFLPLSAALLS
MPELHSKVGDIMDVFTDIAMFIGNII
LSFMFSRTGLSFLLHHPELTATIIQS
LKGSVDLNKEECVPLHYASILISKGF
TCSLLEIGINLEMHLRVVSAVDRLLK
SIQQTEEFLWILWELRDVSRSDCGR
EALLTLGVFPEALAVLIEALHSAKDM
EPAVENSGISPLNLAICHSAAEIFEVI
VSDSTASCLHAWIEHAPVLHKALHT
LSPGGSNRKDAPSRLLKWIDAGVVY
HKHGVGGLLRYAAVLASGGDAQLSS
SSILALDLTPAENGAGESTNVSEMN
VLDNLGKVIFEKSFEGVNLSDSSISQ
LTTALRILALISDNSTVAAALYDEGAV
TVVYAILVNCSFMFERSSNIYDYLVD
DDHGCSSISDFLSERNREQSLVDLLI
PSLVLLISVLQRLQGTKEQYRNTKLM
KALLRLHREVSPKLAACAADLSSHYP
DSALGFGAVCHLIVSALVCWPVYGW
IPGLFHTLLSGVQTSSVPALGPKETC
SFLCILSDILPEEGVWFWKSGMPLLS
GLRKLAVGTLMGPQKEKQINWYLEP
GPLEKLINHLTPNLDKIAKIIQHHAV
SALVVIQDMLRVFIVRIACQRVEHAS
ILLRPIFSSIRDGILDQSSTRDTEAYM
VYRYLNFLASLLEHPHAKGLLLEEGI
VQLLVEVLERCYDATYPSENRVLEY
GIVSASSVIQWCIPAFRSISLLCDSQV
PLLCFQKKELLASLSAKDCALIFPFV
LKFCQVLPVGNELLSCLGAFKDLSS
CGEGQDGLVSLLFHLFSGTEESVSE
RWCDTNSLSLDQLDMKKNPPFLSC
WIKLLNSINSKDGLSSLAMKAVNVL
SVGSIRLCLDGKSLDSKKVAALKSLF
GLPSEFSGTDTFREENIGLIEQMVTL
LSSMTSGSDSSATAEMKPYLHEASQ
SLLSLLKDGNIDDIISCKGVFVSPGN
LDMDDLVSRNIEDDLYQRGLEDKF
WWECPETLPERLPQSSLPAKRKLPT
LESSSRRAKGENSSVDIPTQNSIQRG
MGSVSLPPAPTRRDAFRQRKPNTSR
PPSMHVDDYVARERSVDTAGNSNAI
TISRAGSSSGRPPSIHVDEFMARQRE
RGQNPSTIVVGEAVVQVKNPTPARD
TEKVAGKPKQFKADPDDDLQGIDIVF
DGEECEGPDDKLPFLQPDENLMQP
APVMVEQNSPHSIVEETESDANGSS
QFSHMGTPVASNVDENAQSEFSSRI
SVSRPEMSLIREPSISSDRKFVEQAD
EAKKMAPLKSAGISESGFIPAYHMP
GSSGQNSIDPRVGPQGFYSKSGQQH
TGHIHGGFSGRGVYEQKVMPNQPPL
PLVPPPSVSPVIPHSSDSLSNQSSPFI
SHGTQSSGGPTRLMPPLPSAIPQYSS

None None None None None None None None None



NPYASLPPRTSTVQSFGYNHAGVGT
TEQQQSGPTIDHQSGNLSVTGMTSY
PPPNLMPSHNFSRPSSLPVPFYGNP
SHQGGDKPQTMLLVPSIPQSLNTQS
IPQLPSMQLSQLQRPMQPPQHVRPP
IQISQPSEQGVSMQNPFQIPMHQM
QLMQQTQVQPYYHPPQQQEISQVQ
QQQQHHAVQGQQGAGTSQQQESG
MSLHDYFKSPEAIQALLSDRDKLCQ
LLEQHPKLMQMLQEKLGQL


