UniprotKB Entry name organism full oglcnacscore oglcnac ‘p‘h osphorylation PMIDS |sequence intracellular|extracellular cytosol nucleus mitochndrion ent'loplasmlc golgi plasma extr:acellular
1D name sites sites reticulum apparatus membrane [region
F6TFN2 F6TFN2_MOUSE [Mus NaN [25.161187 NaN NaN 34887587 XDSGYGDIWCPDRGEFPAPPGSHRR |None None None [None None None None None None

musculus

EDSFESLDSLGSRSLTSCSSDFTLRV
GKEGCESDIDWEFTFKMQDYNKDD
MSYRRISAIEPKSALPFNRFLPNKSK
QPSYVPAPLRKKRPDKHEDNRRSWA
SPVYTETDGTFSRSKSMSDVSAEDV
QNLRQVRYEEMQKIKSQLKEQDQK
'WQDDLAKWKNRRKSYTSDLQKKKE
EREEIEKQALEKSDRSSKTFREMLQ
DRESRGSTVTSWRRTYSSDDILDDG
VLPPTVTLSETSYQSERLEDEARAHP
IAEMPKEDSTTFANREDSVVAETQLA
SHSPEEQRLAPSPSEEPRQASGSSA
EPHQAPLLSTEPRRTPLPSEEPHQAS
LSSTLQRPSSLSSQQSWSTRAESTRI
SASLPRSYQRTDTARLTSVVTARPFG
TSSRGISSLPRSYTMDDGWKYNGDV
EVVKREQLDLGRATGPKPDSSHFIS
GSASEKEVIATEDVASLSSPTLPSSSL
SHDRAVSSKATFSSMSGLDSVSDSG
EGRGSPLREVSRSLDQFSDMRVSIN
QTPGNKPVFGFTIKWDISGIFVASVE
QGSPAEFSQLQVDDEILAINNTKFSY
KDTKKWEEVMANAQETGNLVMDV
RRYGKSGSSETKWIDTTSGIYNSDKS
SSLSVITDFSESLQSPYTESKEVNGI
HEESNPFDSKASESISLKNLKRRSQ
FFEQGSSDSVAPDLPVPTLSAPSRW
AWDQEEERRRQERWQKEQDRLLQE
KYQREQEKLREEWQRAQQEAEREN
SKYLDEELMVLNSNSISLTSREPVAA
TWEATWSEGSKSLDSEGTRAGEED
RGQLEDDAVYEDQSQKLQELEQEKK
RKEQEAQEEERRKQREAQAWAEAE
IAKAWAEAQARAEAEAKARAEAQARA
EAEAQKRAEAQKLQAERERETSVKIY
QYRRPIDSYDLPKREDDTSGMLPTD
RSKSRSTTELNDPLIEKNGSSKYSER
IGATSFSHRSSKKDQAPSEAELERQ
QILQEMRKRTSLHNDNSWIRQRSAS
VNKEPICLPGIMRRGESLDNLDSQR
PGSWRQSPWHSQPAGVYASSSVQD
FSRPPPQLLSTSNRAYMRNPSSAVP
PPAGSVKTSPGSPSPRSHSPSMSQS
GSQLRNRSVSGKRVCSYCNNILGKG
IAAMIIETLGLSYHLHCFKCVSCGCDL
GGSSSGAEVRIRNHQLYCNDCYLRF
KSGRPTAM




