UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular |cytosol [nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane [region

F6YT88 F6YT88 MOUSE Mus Guanylate |29.125745 NaN NaN 39927985 XPPVPLTWTTHPVIKVAPLSTLAIVAL [NaN NaN NaN NaN NaN NaN NaN NaN None
musculus [cyclase GTGVTFIMFGVSSFLIFRKLMLEKEL

ASMLWRIRWEELQFGNSDRYHKGA
GSRLTLSLRGSSYGSLMTAHGKYQIF
ANTGHFKGNVVAIKHVNKKRIELTR
QVLFELKHMRDVQFNHLTRFIGACI
DPPNICIVTEYCPRGSLQDILENDSIN
LDWMFRYSLINDLVKGMAFLHNSII
SSHGSLKSSNCVVDSRFVLKITDYGL
ASFRSTAEPDDSHALYAKKLWTAPE
LLSGNPLPTTGMQKADVYSFAIILQE
IALRSGPFYLEGLDLSPKEIVQKVRN
GQRPYFRPSIDRTQLNEELVLLMER
CWAQDPTERPDFGQIKGFIRRFNKE
GGTSILDNLLLRMEQYANNLEKLVE
ERTQAYLEEKRKAEALLYQILPHSVA
EQLKRGETVQAEAFDSVTIYFSDIVG
FTALSAESTPMQVVTLLNDLYTCFD
AIIDNFDVYKVETIGDAYMVVSGLPG
RNGQRHAPEIARMALALLDAVSSFR
IRHRPHDQLRLRIGVHTGPVCAGVV
GLKMPRYCLFGDTVNTASRMESNG
QALKIHVSSTTKDALDELGCFQLELR
GDVEMKGKGKMRTYWLLGEQKGPP
GLL




