UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
F7A4A7 OTOGL_MOUSE Mus Otogelin-|24.474581 NaN NaN 33300544 MVPWRALSLPILLVSLRGYVCASSVL [None None None [None None None None None None
musculus [like SETSESEFYENEQRRALLAVQFEATS
protein PRYFFHEAINWGESKIKGSCPHECL

NGAFCSKTGTCDCQIFQALGTRCQI
VPNMGSGRDGICKTWGQYHFETFD
GIYYYFPGSCSYIFAKDCGNLEPQYT
VWVHNSPKCLGSVYSCYRSISLFFS
NQEEIRIYGHEIRKNGISLSLPQTLG
QVHLEKVADYILVKTTFGFSLAWDGI
SGIYLKLSEEHRGKSCGLCANYNGIQ
SDDFVILQEDYTEDIAMFANSWLVL
TPDDTKCVPTPSDFPNPCSSGMPAF
EAIFFKCQILLQFPFLSCHEYIDPYLY
IASCVNDLCKTDDDETYCRAATEYA
RACSHAGFPIQDWRDDFPACTDKCD
DSFVHRDCISCCPPSCTFEKQCLGS
NLHCLDGCYCADGLIMDNGTCISLE
SCPCSFHGLAYSVGSKIEQECTECVC
VGGVWNCTEHDCPVQCSVVGDSHF
TTFDGRHYSFIGLCQYILVKGTGKDR
FTITLQKAHCEQNLGLVCLQSITLILE
DDFNKQVTLSRGGQIVTSPNQGFTL
NGIVEIQTLSSLFILLRTTFGLKILFAI
DGERIYIQLSSAWKRRTLGLCGTFN
GNIRDDFLSPSGMIEGTPQLHAHAW
RVSSTCFAPVHVPMVDPCNINQQNI
GYAAHCDVIHQELFAPCHVYVSPGL
YYQLCRHDACKCGSPCLCNALAHYA
YLCGQRGVPIDFRAHISFCAVVCQKG
MLYHHCSSLCLRSCTSLSSPEQCKD
DCAEGCNCPEGKFYEETLNFCVPIY
HCRCHYRGSIYQPGELIPTPSGLCQC
SNGTVKCDELATPSTVHACPEGKEY
FDCRFPDPALPAGGINCETTCANLA
MNFTCAPSSPCISGCVCAAGMAEHK
GKCYVPESCPCIWKDWEYSSGEVIST
PCYTCVCRRGMFNCTYYPCPAVCTV
YGDRHYHSFDGLEYDYISDCQVFLIK
STDDSDISVISQNKKCFDNDIVCSKS
IVLISIGDTEIYLNDAPYKQKRSGFFLE
SRPEYQLWKAGFYIVIYFPEEDITILW
DEKTTIHIKVGPQWKNKLAGLCGNF
DKCTSNDMTTSNNIEVRNAQVFGD
SWALGQCEDLMEALKPCEAHQNKF
PYAKRECSILYSDVFAPCRNVIDVTS
FAKNCHEDTCNCNLGGDCECLCTS
IVAAYAYKCCQEGVPVHWRSPTVCAL
DCEYYNQGLGEGPYMLASYGQSGLV
LGANMTSRSVFSLPRSNNRGNLFFI
FMITPGLFKEKTSSLALVSLESAERP
NYFLYVHDNDTLSLKLWRANSEFH
QRATFFHHQGLWIPGYSAFELYSKK
GYFIVFMGSSVKASKYDDSEEFKQS
SSFSIEEIQAVVPYRRMCEWRYEPCA
TPCFKTCSDPEALACTFLPPVEGCLP
YCPKNMILDETTLKCVHPEDCIPLFP
TEPALPPDITPSDMTPTPGLECEPQQ
FDPVYNCSQYICLNMEWTFYNWSL
NCPKDLEMPDCGFRGWPVQVNTDI
CCPEWECPCRCSMLSELSIITFDGN
SAALSSMASYILVRVPGEIVVVHIDK
CSMNQNGHALKKPASFGRISGLCFK
KLNVTTSIHKILINRVVRKVDVDSIVV
PLPFSSHELFIEDSGTMYVITTPAGLI
IKWAHLTGIIDIHFGPQFNLSSYTEG
LCGICNDNPDDDLRMQNGTIITNME
DIELFIGSWEIEKSFEVTMRRPVRNC
TEYDCSHCIELLNREGFIPCHDKVSP
RDFCEKMWINYTYFWSYECDAISAY
VALCNKFDICIQWRTPDYCPLSCPEG
KEYQPCVRPCEARTCLNKWFYGHSS
CLNLREDCVCKNGTILHRPDKTLCIP
EQECVCTDREEHPRSAGEIWNGGID
ECTLYKCLEDGNIIPIEPVCEEEPSPI
CERTAEVVIGIVDKLTCCSKKVCGCD




MSLCDRTIPPCTNSQKLIVGYSALSC
CPQYECECDTVRCPDISTPVCRDDQ
FVLQVRQGEPCCFYPSCVCKTCTEP
TPQCTDGEFLTVNINTTHLCCPQYY
CVCEPDLCPPPSLECAKDMNLVKEN
VSGQCCPNWRCECNCETLVMPTCD
VGEFAAIDQNFQTDCGCVQYLCEKD
DVCVFQEVSVLNPGQSLIKYLEEEFC
'YIIECLDEKDNYTDFHTLNVTMVNC
SKDCDAHQIYIPSSSDYDCCGTCKNI
SCKFIMENGTSVIYEEGSTWHYNCS
TYECVNTEEGATILNYSMVCPPFNE
TECKLNEGIVKLYNEGCCKICKREER
ICQKVIIKSIIKKQDCVSQSSISVASCD
GKCPSATIYNINVESHLRFCKCCRE
NGVRNVTVPLHCSGNGTEVMYTLQ
EPIDCTCQWN




