UniprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
F7BQE4 F7BQE4 _MOUSE Mus NaN [25.385059 NaN NaN 28528544 |AKEGTKDGLEKTKAAVKRGGSFIRT |None None None [None None None None None None

musculus

RSLVSQDHRCYFEEEQNLFIDVDCK
HPEAVLTPMPEGLSQQQVVRRYILG
SIVESEKNYVDALRRILEQYEKPLSE
MEPRLLSDRKLRMVFYRVKEILQCH
SMFQIALASRVSEWDVVETIGDVFV
IASFSKSMVLDAYSEYVNNFSTAVAV
LKKTCATKPAFLEFLKLSQDSSPDRV
TLHSLMMRPIQRFPQFILLLQDMLK
NTAKGHPDRLPLQMALTELETLAEK
LNERKRDADQRCEIKQIAKAINERYL
NKLLSSGNRYLVRSDDVIETVYNDR
GEIVKTKQRRIFMLNDVLMCATASS
RNSHESHAVMSQRYLLKWSVPLGH
'VDVIQYNGGSGAGEHCRHHAAHSP
ESLAVVANAKPHKVYMGPGQLYQDL
QNLLHDLNVVGQISQLIGNLRGSYQ
NLNQSVAHDWTSGLQRLILRKEDAI
RAADRCRIQLQLPGKQDKSGRPTFF
TAVFNTLTPAIKESWVSSLQMAKLA
LEEENHMGWFCVDDDGNLAKKET
HPLLVGHMPVMVAKQPEFKIGSCS
NQMGQVAIVSFQGSNPKVIECFNVE
SRILCMVYIPAEESKPQETTETKDPE
ATASRAPHVPTICLGTEEGSISIYKSS
QGCKKVRLQHFYAPDKSTVMSLACS
PQGLYAGLVNGSVASYTKAPDGSWN
SEPQQVIKLGVLPVRSLLLVEGALWA
ASGGQVFMASVETHTIENQLEAHQ
DEGMVISHMAVAGVGIWIAFTSGST
LRLFHTETLKHLQDVNIDAPVHSML
PGHQRLSVTSLLVCHGLLMVGTSLG
'VVVALPVPRLQGIPKVTGRGMVSYH
AHNGPVKFIVSATAFQNKDRARDSP
RSGSELQDEDPKDLLCSEEGPSCPG
QPDTYTSVWLGDSLGLPTQKNDLSS
SSGSLNLSHGSSSLEHRSVDSSLCD
LLRDPSASPRSRPQGSRRARASSALV
VCGGQGHRRVHRKARQPSQEDLVS

SVMVWQIPLLGM




