IAWQGLASLYEKCNQVNAKDDLPGV
YQKLLDLYESADRQKWCDVCKKLVA
LYHQEKKHLEVARTWHRLIKTRQED
GADRQELYELWRKLSQLLAENIEDQ
NNETQQMLLTAFENALDLADNIPSE
DHQVLYRNFIQCLSKFPHETTKLKK
IACEEMIAIYPTVQYPLEVICLYLIDSG
SLTSEGHQYCCKLVEMNSKSGPGLI
GLGIIALQDKKYEDAVRHLTEGLKES
PVCIAGWCHLAEAQVKMHRPKEAIL
SCNQALKTIDNFGASGGNLHQKNL
CLRLKAEALLKLSDGASSEEAVRTLD
QVSDVDNTPGLLVLQGLACLNTGAV
DKATKIMEDLVTSYPDLAEAHALEG
RVHFTKKDYVQAEVSFQRALEKDAE
VAEYHYQLGLTYWFMGEETRKDKT
KALTHFLKAARLDAHMGKVFCYLG
HYYRDVAGDRNRARGCYRKAFELD
DNDAESGAAAVDLSLELEDTETALAI
LTAVTQKASAGAAKWAWLRRGLYHL
KAGQHSQAVADLQAALRADPKDCN
CWESLGEAYLSRGGYTTALKSFMKA
SELNPDSTYSVFKVAAIQQILGRYSE
IATAQYQLIIKMKEDYVPALKGLGECH
LLLGKVALVDFLDGKAVDYVEQALG
YFTRALQHRADVSCLWKLVGDACTC
LHPVSPSKVHVHVLGALLGQKEGQE
IVLKKEELLSLGGRCYGRALKLMSTS
NTWCDLGINYYRQVQHLAETGSSM
SDLTELLEKSLHCLKKAVRLDSNNH
LHWNALGVVACYRGVGNYALAQHC
FIKSIQAEQINAAAWTNLGVLYLATE
NIEQAHEAFKMAQSLDPSYLLCWIG
QALIAERVGSYDTMDLFRHTTELSM
HTEGAIGYAYWVCTTLQDKSNRETE
LYQYNILEMNAIPAAQGVLCKYVERI
QNSASAFTMLGYLNEHLQLKKEAAE
IAYQRATTLLHSAEDQNTYNVAVRN
WGRLLCSIGDYDRAIQAFKSTPLVEL
EDIIGFALALFMKGLYKESGSAYERA
LAVCKSEQDKAHILTAMAIVEYKQG
KMDAAKSFLFKCSILKEPTAESLQAL
CALGLAMRDATLSKAALNELLKHIK
RRNDYHSCLLMSAIYALQGHSVAVQ
RQVAKAVHSNPADPALWSLLSRIVA
QYTQRSAKGGAVAGNVAHILDLNHG
KKALLYTAVNQLAMGSSTAEDKSNT
IALKTIQKAAFLSPDDPAVWAGLMAA
CHADDKLALLNNTQPKRVDLYLALR
SAVAASILKDKEILQNYNQSLEKWSF
SQVVTGLIDTGKTSEAESLCTQSLKS
NPDQPAVILLLRQVQCMSLLESQKP
LPDAVLEELQKTVMSNSTSVPAWQ
WLAQVYQSQGMMGAAEMCYRKSL
QVASQQGNWSGKLSSLLKLALLALE
VCMANVSGDHWSSLVQEATSEALK
VCFSPLAVFLQALLQFNRKMGARET
RRLLERIVYQTGYPSSIVSAARWYLL
RHLYAKDDPELIDVLVRNAETHGDK

RILELNRKLSAQ

UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl.‘acellular
ID sites sites reticulum apparatus membrane [region
F8VPKO SKI3_MOUSE Mus Superkiller|22.380232 NaN NaN 37507081 MSSKEVKTALKSARDAIRNKEYKEA (None None None [None None None None None None
musculus |complex LKHCKTVLKQEKNNYNAWVFIGVAA
protein 3 IAELEQPDQAQGAYKKAAELEPEQLL




