UniprotKB Entry name organism full oglcnacscore o.glcnac P h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em:loplasmlc golgi plasma extr:acellular
ID name sites sites reticulum apparatus membrane region
F8VQJ3 F8VQJ3_MOUSE [Mus NaN [22.380232 NaN NaN 37507081 MTGGGRAALALQPRGRLWPLLAVLA [False True 1.309 [1.944 [1.574 1.442 0.779 1.944 4.671

musculus

AVAGCVRAAMDECADEGGRPQRCM
PEFVNAAFNVTVVATNTCGTPPEEY
CVQTGVTGVTKSCHLCDAGQQHLQ
HGAAFLTDYNNQADTTWWQSQTM
LAGVQYPNSINLTLHLGKAFDITYVR
LKFHTSRPESFAIYKRTREDGPWIPY
QYYSGSCENTYSKANRGFIRTGGDE
QQALCTDEFSDISPLTGGNVAFSTLE
GRPSAYNFDNSPVLQEWVTATDIRV
TLNRLNTFGDEVFNDPKVLKSYYYAI
SDFAVGGRCKCNGHASECVKNEFD
KLMCNCKHNTYGVDCEKCLPFFND
RPWRRATAESASECLPCDCNGRSQE
CYFDPELYRSTGHGGHCTNCRDNT
DGAKCERCRENFFRLGNTEACSPC
HCSPVGSLSTQCDSYGRCSCKPGVM
GDKCDRCQPGFHSLTEAGCRPCSC
DPSGSTDECNVETGRCVCKDNVEG
FNCERCKPGFFNLESSNPKGCTPCF
CFGHSSVCTNAVGYSVYDISSTFQID
EDGWRVEQRDGSEASLEWSSDRQD
IAVISDSYFPRYFIAPVKFLGNQVLSY
GQNLSFSFRVDRRDTRLSAEDLVLE
GAGLRVSVPLIAQGNSYPSETTVKYI
FRLHEATDYPWRPALSPFEFQKLLN
NLTSIKIRGTYSERSAGYLDDVTLQS
ARPGPGVPATWVESCTCPVGYGGQF
CETCLPGYRRETPSLGPYSPCVLCTC
NGHSETCDPETGVCDCRDNTAGPH
CEKCSDGYYGDSTLGTSSDCQPCPC
PGGSSCAIVPKTKEVVCTHCPTGTAG
KRCELCDDGYFGDPLGSNGPVRLCR
PCQCNDNIDPNAVGNCNRLTGECL
KCIYNTAGFYCDRCKEGFFGNPLAP
NPADKCKACACNPYGTVQQQSSCN
PVTGQCQCLPHVSGRDCGTCDPGYY
NLQSGQGCERCDCHALGSTNGQCD
IRTGQCECQPGITGQHCERCETNHF
GFGPEGCKPCDCHHEGSLSLQCKE
DGRCECREGFVGNRCDQCEENYFY
NRSWPGCQECPACYRLVKDKVAEH
RVKLQELESLIANLGTGDDMVTDQA
FEDRLKEAEREVTDLLREAQEVKDV
DQNLMDRLQRVNSSLHSQISRLQNI
RNTIEETGILAERARSRVESTEQLIEI
ASRELEKAKMAAANVSITQPESTGE
PNNMTLLAEEARKLAERHKQEADDI
VRVAKTANETSAEAYNLLLRTLAGE
NQTALEIEELNRKYEQAKNISQDLE
KQAARVHEEAKRAGDKAVEIYASVA
QLTPVDSEALENEANKIKKEAADLD
RLIDQKLKDYEDLREDMRGKEHEVK
NLLEKGKAEQQTADQLLARADAAKA
LAEEAAKKGRSTLQEANDILNNLKD
FDRRVNDNKTAAEEALRRIPAINRTI
AEANEKTREAQLALGNAAADATEAK
NKAHEAERIASAVQKNATSTKADAE
RTFGEVIDLDNEVNGMLRQLEEAE
NELKKKQDDADQDMMMAGMASQA
AQEAELNARKAKNSVSSLLSQLNNL
LDQLGQLDTVDLNKLNEIEGSLNKA
KDEMKASDLDRKVSDLESEARKQEA
AIMDYNRDIAEIIKDIHNLEDIKKTLP

TGCFNTPSIEKP




