UniprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
F8VQL9 F8VQL9_MOUSE Mus NaN [25.775171 NaN NaN 34678516 MSGSTQPVAQTWRAAEPRYPPHGIS |[None None None [None None None None None None

musculus

YPVQIARSHTDVGLLEYQHHPRDYT
SHLSPGSIIQPQRRRPSLLSEFQPGS
ERSQELHLRPESRTFLPELGKPDIEF
TESKRPRLELLPDTLLRPSPLLATGQ
PSGSEDLTKDRSLAGKLEPVSPPSPP
HADPELELAPSRLSKEELIQNMDRV
DREITMVEQQISKLKKKQQQLEEEA
IAKPPEPEKPVSPPPIESKHRSLVQIIY
DENRKKAEAAHRILEGLGPQVELPL
YNQPSDTRQYHENIKINQAMRKKLI
LYFKRRNHARKQWEQRFCQRYDQL
MEAWEKKVERIENNPRRRAKESKV
REYYEKQFPEIRKQRELQERMQSRV
GQRGSGLSMSAARSEHEVSEIIDGL
SEQENLEKQMRQLAVIPPMLYDADQ
QRIKFINMNGLMDDPMKVYKDRQV
TNMWSEQERDTFREKFMQHPKNF
GLIASFLERKTVAECVLYYYLTKKNE
NYKSLVRRSYRRRGKSQQQQQQQQ
QQQQQQMARSSQEEKEEKEKEKEA
DKEEEKQDAENEKEELSKEKTDDTS
GEDNDEKEAVASKGRKTANSQGRR
KGRITRSMANEANHEETATPQQSSE
LASMEMNESSRWTEEEMETAKKGL
LEHGRNWSAIARMVGSKTVSQCKN
FYFNYKKRQNLDEILQQHKLKMEKE
RNARRKKKKTPAAASEETAFPPAAE
DEEMEASGASANEEELAEEAEASQA
SGNEVPRVGECSGPAAVNNSSDTES
IVPSPRSEATKDTGPKPTGTEALPAAT
QPPVPPPEEPAVAPAEPSPVPDASGP
PSPEPSPSPAAPPATVDKDEQEAPAA
PAPQTEDAKEQKSEAEEIDVGKPEEP
EASEEPPESVKSDHKEETEEEPEDK
IAKGTEAIETVSEAPLKVEEAGSKAAV
TKGSSSGATQDSDSSATCSADEVDE
PEGGDKGRLLSPRPSLLTPAGDPRAS
TSPQKPLDLKQLKQRAAAIPPIVTKV
HEPPREDTVPPKPVPPVPPPTQHLQP
EGDVSQQSGGSPRGKSRSPVPPAEK
EAEKPAFFPAFPTEGPKLPTEPPRWS
SGLPFPIPPREVIKTSPHAADPSAFSY
TPPGHPLPLGLHDSARPVLPRPPISN
PPPLISSAKHPGVLERQLGAISQQGM
SVQLRVPHSEHAKAPMGPLTMGLPL
IAVDPKKLAPFSGVKQEQLSPRGQAG
PPESLGVPTAQETSVLRGTALGSATS
GSITKGLPSTRAADGPSYRGSITHGT
PADVLYKGTISRIVGEDSPSRLDRAR
EDTLPKGHVIYEGKKGHVLSYEGGM
SVSQCSKEDGRSSSGPPHETAAPKR
TYDMMEGRVGRTVTSASIEGLMGR
IATPEQHSPHLKEQHHIRGSITQGIPR
SYVEAQEDYLRREAKLLKREGTPPPP
PPPRDLTETYKPRPLDPLGPLKLKPT
HEGVVATVKEAGRSIHEIPREELRRT
PELPLAPRPLKEGSITQGTPLKYDSG
IAPSTGTKKHDVRSIIGSPGRPFPALH
PLDIMADARALERACYEESLKSRSGT
SSGAGGSITRGAPVVVPELGKPRQSP
LTYEDHGAPFTSHLPRGSPVTTREPT
PRLQEGSLLSSKASQDRKLTSTPREI
IAKSPHSTVPEHHPHPISPYEHLLRG
IVTGVDLYRGHIPLAFDPTSIPRGIPLE
IAAAAAYYLPRHLAPSPTYPHLYPPYLI
RGYPDTAALENRQTIINDYITSQQMH
HNAASAMAQRADMLRGLSPRESSL
IALNYAAGPRGIIDLSQVPHLPVLVPP
TPGTPATAIDRLAYLPTAPPPFSSRHS
SSPLSPGGPTHLAKPTATSSSERERE
RERERDKSILTSTTTVEHAPIWRPGT
EQSSGAGGSSRPASHTHQHSPISPR
TQDALQQRPSVLHNTSMKGVVTSVE




PGTPTVLRWARSTSTSSPVRPAATFP
PATHCPLGGTLEGVYPTLMEPVLLP
KETSRVARPERPRVDAGHAFLTKPP
IAREPASSPSKSSEPRSLAPPSSSHTAI
IARTPAKNLAPHHASPDPPAPTSASD
LHREKTQSKPFSIQELELRSLGYHSG
IAGYSPDGVEPISPVSSPSLTHDKGLS
KPLEELEKSHLEGELRHKQPGPMKL
SAEAAHLPHLRPLPESQPSSSPLLQT
IAPGIKGHQRVVTLAQHISEVITQDYT
RHHPQQLSGPLPAPLYSFPGASCPV
LDLRRPPSDLYLPPPDHGTPARGSP
HSEGGKRSPEPSKTSVLGSSEDAIEP
IVSPPEGMTEPGHARSTAYPLLYRDG
EQGEPRMGSKSPGNTSQPPAFFSKL
TESNSAMVKSKKQEINKKLNTHNR
NEPEYNIGQPGTEIFNMPAITGAGL
MTCRSQAVQEHASTNMGLEAIIRKA
LMGKYDQWEEPPPLGANAFNPLNA
SASLPAAAMPITTADGRSDHALTSPG
GGGKAKVSGRPSSRKAKSPAPGLAS
GDRPPSVSSVHSEGDCNRRTPLTNR
VWEDRPSSAGSTPFPYNPLIMRLQA
GVMASPPPPGLAAGSGPLAGPHHA
WDEEPKPLLCSQYETLSDSE




