UniprotKB Entry name organism full oglcnacscore oplcnac ‘p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane region
F8VQM5 |[F8VQM5_MOUSE Mus NaN (25.875327 S135 NaN 30059200  MAKKKFSGLEISLIVLFIIVTIIAIALVV |None None None [None None None None None None

musculus

VLATKVPAVEEVKSPTSTPSPGRCPP
EQGEPLNERINCIPEQHPTKAKCEE
RGCCWRPWNNTIIPWCFFADNHGY
TAASVTNDNSGLKATLSRIPSPTLFG
EDIKSVLLTTQSQTRNRFRFKLTDPN
NKRYEVPHQFVKDGNGIPAADTLYD
'VKVSENPFSIKVIRKSNNKVLFDTSI
GPLVYSNQYLQISTRLPSEYIYGFGE
HIHKRFRHDLYWKTWPIFTRDEIPG
DNNHNLYGHQTFFMGIEDNSGKSY
GVFLMNSNAMEVFIQPTPIITYRVTG
GVLDFYIFLGDTPEQVVQQYQELIGR
PAMPAYWNLGFQLSRWNYVSLDKV
KEVVRRNREAGIPYDAQVTDIDYME
DKKDFTYDEVAFKGLPEFAQDLHNH
GQKYIIILDPAISINKRANGAEYQTYV
RGNEQNVWVKESDGTTSLIGEVWP
GLTVYPDFTNPRTWEWWANECNLF
HQQVEYDGLWIDMNEVSSFIHGSQ
KGCAPNLLNYPPFTPGILDKIMYSKT
LCMDAVQHWGNQYDVHSLYGYSM
AIATEKAVEKVFPNKRSFILTRSTFA
GSGHHAAHWLGDNTASWEQMEWS
ITGMLEFGMFGMPLVGADICGFLAN
TTEELCRRWMQLGAFYPFSRNHNA
EGYAEQDPAFWGADSLLVNTSRHYL
TIRYTLLPFLYTLFYRAHAFGETVARP
FLHEFYEDPNSWIEDTQFLWGPALL
ITPVLRPETKYVSAYIPDATWYDYETG
EKRPWRKQRVDMYLPEDKIGLHLR
GGYIIPTQQPDVTTTASRKNPLGLIVA
LDENQAAKGELFWDDGESKDTIEKK
IYILYEFSVSNNNLIVNCTHSSYPEG
NTLVFKTIKVLGLSATVTAVIVGEND
QQMNPHLAFTFDAFNKILSITDLTF
NLGKTFIVRWTTQSFSDNEKFTCYP
DVGTATEKTCVERGCIWEPVSGLAN
'VPPCYFPSNHNPYLLTSTQKLATGIT
AELQLNPASARIKLPSNPISTLRVEV
KYHKNDMLQFKIYDAHHKRYEVPVP
LNIPDTPTSSEENRLYDVEIKENPFG
IQVRRRSTGKLIWDSCLPGFAFNDQ
FIQISTRLPSQYLYGFGEAEHTAFKR
NLNWHTWGMFTRDQPPGYKLNSY
GFHPYYMALEDEGNAHGVLLQNSN
GMDVTFQPTPALTYRTIGGILDFYMF
LGPTPEGATKQYHEVIGFPVMPPYW
ALGFQLCRYGYRNTSEIEQLYNDMK
AAQIPYDVQYTDINYMERQLDFTIGE
RFKTLPQFVEKIRKEGMKYIVILDPAI
SGNETQPYPAFERGIQKDVFVKWPN
TNDICWAKVWPDLPNITIDETITEDE
AVNASRAHVAFPDFFRNSTSEWWT
REIYDFYNEKMKFDGLWIDMNEPSS
FVNGTVINKCRNDTLNYPPYFPELT
KRNEGLHFRTMCMETEHILSDGSS
VLHYDVHNLYGWSQVKPTLDALRN
TTGLRGIVISRSTYPTAGRWGGHWL
GDNYANWENLEKSLIGMLEFNLFGI
PYVGADICGFFNDSEYHLCARWMQ
'VGAFYPYSRNHNIQFTRRQDPVSWN
ETFAQMSKKVLEIRYTLLPYFYTQM
HEAHIHGGTVIRPLMHEFFDDKETW
EIYKQFLWGPAFMVTPVIGPFQTAV
NGYVPKARWFDYHTGEDIKVRGKLQ
TFSAPFDTINLHVRGGYILPCQEPAQ
NTYYSRQKYMKLIVAADDNQTAKGT
LFWDDGESIDTYEKNQYTLIEFNLN
QKNLTSTVLKDGYRNKSEMKLGSIY
VWGKGTTSISQVNLTYGGNEQQLSF
TQDEAKEILTIDLKNVTVTLDEPIQIS
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