UniprotKB Entry name organism [full name [oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi [plasma extr:acellular
ID sites sites reticulum apparatus membrane region
F8WHR6 |[FSWHR6_MOUSE [Mus IATP- 25.161187 NaN NaN 34887587 MGRESRHYRKRSASRGRSGSRSRSR |[None None None |None None None None None None
musculus |dependent SPSDKRSKRGDDRRSRSRDRDRRRE
RNA RSRSRDKRRSRSRDRKRLRRSRSRE

helicase

RDRSRERRRSRSRDRRRSRSRSRGR
RSRSSSPGSKTKKTENRSRSKEKAE
GGDSSKEKKKDKDDKEDEKEKDAG
NFDQNKLEEEMRKRKERVEKWREE
QRKKAMENIGELKKEIEEMKQGKK
'WSLEDDDDDEDDPAEAEKEGTEME
DEELDPLDAYMEEVKEEVKKFNMR
SVKGGAGNEKKSGPTVTKVVTVV
KKAVVDADKKKGELMENDQDAMEY
SSEEEEVDLQTALTGYQTKQRKLLE
PVDHGKIEYEPFRKNFYVEVPELAK
MSQEEVNVFRLEMEGITVKGKGCP
KPIKSWVQCGISMKILNSLKKHGYE
KPTPIQTQAIPAIMSGRDLIGIAKTGS
GKTIAFLLPMFRHIMDQRSLEEGEG
PIAVIMTPTRELALQITKECKKFSKTL
GLRVVCVYGGTGISEQIAELKRGAEII
VCTPGRMIDMLAANSGKSRVFYYLF
SLLFVLDMIFVEADVMRIVDNVRPD
RQTVMFSATFPRAMEALARRILSKPI
EVQVGGRSVVCSDVEQQVIVIEEEKK
FLKLLELLGHYQESGSVIIFVDKQEH
ADGLLKDLMRASYPCMSLHGGIDQY
DRDSIINDFKNGTCKLLVATSVAARG
LDVKHLILVVNYSCPNHYEDYVHRA
GRTGRAGNKGYAYTFITEDQARYAG
DIIKALELSGTAVPPDLEKLWSDFKD
QQKAEGKIIKKSSGFSGKGFKFDETE
QALANERKKLQKAALGLQDSDDEDA
IAVDIDEQIESMFNSKKRVKDMAAPG
TSSVPAPTAGNAEKLEIAKRLALRIN
AQKNLGIESQVDVMQQATNAILRGG
TILAPTVSAKTIAEQLAEKINAKLNYV
PLEKQEEERQEGGQSESFKRYEEEL
EINDFPQTARWKVTSKEALQRISEYS
EAAITIRGTYFPPGKEPKEGERKIYLA
IESANELAVQKAKAEITRLIKEELIRL
QNSYQPTNKGRYKVL




