UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane [region

F8WIV5 F8WIV5_MOUSE Mus dynamin|22.380232 NaN NaN 37507081 MGNRGMEELIPLVNKLQDAFSSIGQ |[None None None |None None None None None None
musculus |GTPase SCHLDLPQIAVVGGQSAGKSSVLEN

FVGRDFLPRGSGIVTRRPLILQLIFSK
TEYAEFLHCKSKKFTDFDEVRQEIEA
ETDRVTGTNKGISPVPINLRVYSPHV
LNLTLIDLPGITKVPVGDQPPDIEYQI
KDMILQFISRESSLILAVTPANMDLA
NSDALKLAKEVDPQGLRTIGVITKLD
LMDEGTDARDVLENKLLPLRRGYIG
'VVNRSQKDIEGKKDIRAALAAERKFF
LSHPAYRHMADRMGTPHLQKTLNQ
QLTNHIRESLPTLRSKLQSQLLSLEK
EVEEYKNFRPDDPTRKTKALLQMVQ
QFGVDFEKRIEGSGDQVDTLELSGG
ARINRIFHERFPFELVKMEFDEKDL
RREISYAIKNIHGVRTGLFTPDLAFEA
IVKKQVVKLKEPCLKCVDLVIQELIST
'VRQCTSKLSSYPRLREETERIVTTYIR
EREGRTKDQILLLIDIEQSYINTNHE
DFIGFANAQQRSTQLNKKRAIPNQG
HVAVIRRGWLTINNISLMKGGSKEY
WFVLTAESLSWYKDEEEKEKKYMLP
LDNLKIRDVEKGFMSNKHVFAIFNT
EQRNVYKDLRQIELACDSQEDVDSW
KASFLRAGVYPEKDQAENEDGAQEN
TFSMDPQLERQVETIRNLVDSYVAII
NKSIRDLMPKTIMHLMINNTKAFIH
HELLAYLYSSADQSSLMEESAEQAQ
RRDDMLRMYHALKEALNIIGDISTST
VSTPVPPPVDDTWLQNTSGHSPTPQ
RRPVSSVHPPGRPPAVRGPTPGPPLI
PMPVGATSSFSAPPIPSRPGPQSVFA
NNDPFSAPPQIPSRPARIPPGIPPGVP
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