UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular |cytosol nucleus mit()chndr‘ion“311‘4.1‘)1)laSlr[llc golgi plasma extl.‘acellular
1D name sites sites reticulum apparatus membrane region
G3UYG6 G3UYG6_MOUSE |Mus NaN [25.161187 NaN NaN 34887587 MAAETQTLNFGPEWLRALSSGGSIT [None None None |None None None None None None

musculus

SPPLSPALPKYKLADYRYGREEMLAL
FLKDYKIPFDLLEKEFLPILQEEPLPP
LALVPFTEEEQRNFSMSVNSAAVLR
LTGRGGGGGTVVGAPRGRSSSRGRG
RGRGECGFYQRSFDEVEGVFGRGG
GREMHRSQSWEERGDRRFEKPGRK
DVGRPNFEESGPTSVGRKHEFIRSE
SENWRIFREEQNGEDEDGGWRLAG
SRRDGERWRPHSPGWREHMERRR
RFEFDFRDRDDERGYRRVRSGSGSI
DDDRDSLPEWCLEDAEEEMGTFDS
SGAFLSLKKVQKEPIPEEQEMDFRP
VEEGEERSDSDSSHNEEAKEPDKTN
RREGEKTDRAGAEASEEVPQTSLSS
ARPGTPSDHQPQEATQFERKDEPKA
EQVEKAEEENRSENSLSAKVPSRGD
ETVPASQQPSTPLPPDTASPLLILSPP
VPTPSSASRPVETAAVEAPGMSSVST
EPDDEEGLKHLEQQAEKMVAYLQD
SALDDERLTSKLQEHRAKGVSIPLM
HEAMQKWYYKDPQGEIQGPFNNQE
MAEWFQAGYFTMSLLVKRACDESF
QPLGDIMKMWGRVPFSPGPAPPPH
MGELDQERLTRQQELTALYQMQHL
QYQQFLIQQQYAQVLAQQQKAALSS
QQQQQLALLLQQFQALKMRMSDQN
[IPSVTRSVSVPDTGSIWELQPAASQP
AVWEGGSVWDLPLDTTAPGPSLEQL
QQLEKAKAAKLEQERREAEMRAKR
EEEERKRQEELRRQQEEILRRQQEE
ERKRREEEELARRKQEEALRRQREQ
EIALRRQREEEERQQQEEALRRLEE
RRREEEERRKQEELLRKQEEEAAK
WAREEEEAQRRLEENRLRMEEEAA
RLRHEEEERKRKELELQRQKDLMR
QRQQQQEALRRLQQQQQQQQLAQ
MKLPSSSTWGQQSNTATCQSQATLS
LAEIQKLEEERERQLREEQRRQQRE
LMKALQQQQQQQQQQKLSGWGNV
SKPAGTTKSLLEIQQEEARQMQKQQ
QQQQQQQQQHQQSNRARNSTHSN
LHTSLGNSVWGSINTGPSNQWASE
LVSSIWSNADTKNSNMGFWDDAVK
EVGPRNSTNKNKNNASLSKSVGVS
NRQNKKVEEEEKLLKLFQGVNKAQ
DGFTQWCEQMLHALNTANNLDVPT
FVSFLKEVESPYEVHDYTRAYLGDTS
EAKEFAKQFLERRAKQKVNQQRQQ
QQQQQQQQDSVWGMNHSTLHSVF
QTNQSNNQQSNFEAVQSGKKKKKQ
KMVRADPSLLGFSVNASSERLNMG
EIETLDDY




