UniprotkB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extlfacellular

ID name sites sites reticulum apparatus membrane [region

G3V6N7 G3V6N7_RAT |[Rattus NaN [23.439218 NaN NaN 38843836 MHPPETTTKMSSVRFMVTPTKIDDI |False True 1.078 [1.158 1.018 0.881 False 4.723 1.562
norvegicus PGLSDTSPDLSSRSSSRVRFSSRESV

PETSRSEPMSELSGATTSLATVALDP
SSDRTSNPQDVTEDPNQNSITGEHS
QLLDDGHKKARNAYLNNSNYEEGD
EYFDKNLALFEEEMDTRPKVSSLLN
RMANYTNLTQGAKEHEEAENITEGK
KKPTKSPQMGTFMGVYLPCLQNIFG
VILFLRLTWVVGTAGVLQAFAIVLICC
CCTMLTAISMSAIATNGVVPAGGSYF
MISRALGPEFGGAVGLCFYLGTTFAA
AMYILGAIEIFLVYIVPRAAIFRSDDAL
KESAAMLNNMRVYGTAFLVLMVLV
VFIGVRYVNKFASLFLACVIVSILAIY
AGAIKSSFAPPHFPVCMLGNRTLSS
RHLDICSKTKEVNNMTIPSKLWGFF
CNSSQFFNATCDEYFVHNNVTSIQG
IPGLASGIITENLWSNYLPKGEIIEKP
SAKSSDVLGNLNHEYVLADITTSFTL
LVGIFFPSVIGNTIVGIMAGSNRSGD
LKDAQKSIPIGTILAILTTSFVYLSNVV
LFGACIEGVVLRDKFGDAVKGNLVV
GTLSWPSPWVIVIGSFFSTCGAGLQS
LTGAPRLLQAIAKDNIIPFLRVFGHS
KANGEPTWALLLTAAIAELGILIASLD
LVAPILSMFFLMCYLFVNLACALQTL
LRTPHWRPRFRYYHWALSFMGMSI
CLALMFISSWYYAIVAMVIAGMIYKYI
EYQGAEKEWGDGIRGLSLSAARFAL
LRLEEGPPHTKNWRPQLLVLLKLDE
DLHVKHPRLLTFASQLKAGKGLTIVG
SVIVGNFLENYGDALAAEQTIKHLM
EAEKVKGFCQLVVAAKLKEGISHLIQ
SCGLGGMKHNTVVMGWPNGWRQS
EDARAWKTFIGTVRVITAAHLALLVA
KNVSFFPSNVEQFSEGNIDVWWIVH
DGGMLMLLPFLLKQHKVWRKCSIRI
FTVAQLEDNSIQMKKDLATFLYHLRI
EAEVEVVEMHDSDISAYTYERTLMM
EQRSQMLRHMRLSKTERDREAQLV
KDRNSMLRLTSIGSDEDEETETYQE
KVHMTWTKDKYMASRGQKVKSME
GFQDLLNMRPDQSNVRRMHTAVKL
NEVIVNKSHEAKLVLLNMPGPPRNP
EGDENYMEFLEVLTEGLERVLLVRG
GGSEVITIYS




