UniprotkB Entry name [organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion enl:}oplasmlc golgi plasma extl"acellular

ID name sites sites reticulum apparatus membrane region

G3V826 G3V826 RAT [Rattus NaN |25.563465 NaN NaN 34502162 MDPVRQIQCDREGKRFPFLSAPPAS (True True 4.704 (3.645 [2.42 5.0 0.634 1.695 3.079
norvegicus TSSPDRAMEGYHKPDQQKLQALKD

TANRLRISSIQATTAAGSGHPTSCCS
AAEIMAVLFFHTMRYKALDPRNPHN
DRFVLSKGHAAPILYAVWAEAGFLP
EAELLNLRKISSDLDGHPVPKQAFT
DVATGSLGQGLGAACGMAYTGFLGK
PYSLPFVHSYRVYCMLGDGEVSEGS
VWEAMAFAGIYKLDNLVAIFDINRL
GQSDPAPLQHQVDVYQKRCEAFGW
HAIIVDGHSVEELCKAFGQAKHQPT
AITAKTFKGRGITGIEDKEAWHGKPL
PKNMAEQIIQEIYSQVQSKKKILATPP
QEDAPSVDIANIRMPTPPNYKVGDKI
ATRKAYGLALAKLGHASDRIIALDGD
TKNSTFSELFKKEHPDRFIECYIAEQ
NMVSIAVGCATRDRTVPFCSTFAAF
FTRAFDQIRMAAISESNINLCGSHCG
VSIGEDGPSQMALEDLAMFRSVPMS
TVFYPSDGVATEKAVELAANTKGICF
IRTSRPENAIIYSNNEDFQVGQAKVV
LKSKDDQVTVIGAGVTLHEALAAAE
MLKKEKIGVRVLDPFTIKPLDKKLIL
DCARATKGRILTVEDHYYEGGIGEAV
SAAVVGEPGVTVTRLAVSQVPRSGK
PAELLKMFGIDKDAIVQAVKGLVTKG




