UniprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular |extracellular cytosol |nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane region

G3X8R8 G3X8R8_MOUSE Mus NaN [25.775171 NaN NaN 34678516 MDHTGAIDTEEELGPLAHLAPSPQS |None None None [None None None None None None
musculus ESVAHEFQELSLQSSQHLPTLNERK

NVLQLRLQQRRTREQLVDQGIMPPL
KSPAAFHEQIKSLERARTENFLKHKI
RSRPDRSELVRMHILEETFAEPSLQ
IATQMKLKRARLADDLNEKIAQRPGP
MELVEKNILPVDSSVKEAIIGVVKED
YPHTHGEFSFDEDSSDALSPDQPAS
QESQGSAASPSEPKVSASPPPVTAST
PAQFTSVSPAVPEFLKTPLTADQPPT
RSTAPVLPTNTVSSAKSGPMLVKQS
HPKNPNDKHRSKKCKDPKPRVKKL
KYHQYIPPNQKGEKSEPQMDSNYAR
LLQQQQLFLQLQILSQQQQQQQQQ
HYNYQTILPAPIKTDKNSSSGSNSGS
SSSMPARRPGPLPSSLDDLKVSELKT
ELKLRGLPVSGTKPDLIERLKPYQEV
TSSNLATGSIVAVSSATIVTSNPEVTV
IALPVTTLHNAVTSSVSTFKADLALPA
TSSVPHVENAHSPLPISPSPSEQSSL
STDDTNMTDTFTEIMTMMSPSQLL
CSSPLRVVSHDDSLSPSSSTLSTLEL
DAAEKDRKLQEKEKQIEELKRKLEQ
EQKLVEVLKMQLEVEKRGQQRPPDP
QPSDPPHPFNTSDPKHGSVGSSIKD
EASLPDCSSPQQPITVPGHSVGQPIS
TGSQTLVAKKTVVVKQEVPMAQAEQ
QNVVSQFYLSSQGQPPALVAQPQAL
LTTQTTQLLLPVSIQGSNVTSVQLPV
GSLQLQTPAQGRVQAQPHVAAATQV
PAAALPSALTSALPQKQEAFPQHVLG
QPQPVRKVFTNSAPNTVLQYQRQPG
PTNQQPFVSKTSNPALQSRTAPLAPL
QNGPSLASKPSSPPPPQQFVVQHSL
FATPITKTKDPPRYEEAIKQARSTQPA
LPEVSSVHSQQMDDLFDILIKSGEIS
FPIKEEPSPISKMKPVTASITTMPVNT
IVVSRPPPQVQIAPPVSLEPVNSLSAS
LENQLEAFLDGTLPSATDTGPLQNS
SEDRESFSLIEDLQNDLLSHSSMLY
QSHSPMETSEAQLVSGTPCLSLDLS
DSNLDNMEWLDITMPTTSSGLTPLS
TTAPSMFSADFLDPQDLPLPWD




