UniprotKB Entry name organism full name |oglcnacscore oglcnac [Ceg rylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma ext
ID sites sites reticulum |apparatus membrane reg
G3X928 G3X928_MOUSE [Mus SEC23- 45.298536 NaN NaN 40997131;25153642;34678516;285 |MADRKANGGGASASSSGTNLLFSSS |[NaN NaN NaN [NaN NaN NaN NaN NaN Nor
musculus [interacting 28544 IATEFSFNVPFIPVTQAAASPASLLLP
protein GEDSTDVGEEDSFLGQTSTHTSTPQ

TFSYFSQVSSSSDPFGNIGQSPLTTS
IAMSAGQSALPKPPATLAFTTGSQDA
LSAFPPSVSKAPGATPPSQMGTSTYL
PSQPSSLPPNFGSPPQGIPQQGHNP
YRHTPVSSRANPYITPPQLQQCQMP
GHSSYPPPSGPPVQTYQMPPGPLPPL
PTAMQSPAQQQVPARPAGPLVQGPS
PFVLQNQYEPVQPHWFYCKEVEYKQ
LWMPFSVLDSLNLEEIYNSVQPDPE
SVVLGTDGGRYDVYLYDRMRKSVYW
EEEPTEVRRCTWFYKGDTDSRFIPYT
EEFSEKLEAEYKKAVSTNQWHRRLE
FPSGETIVMHNPKVIVQFQPSSVPDE
WGTTQDGQTRPRVVKRGIDDSLDEI
PDGEMPQVDHLVFMVHGIGPVCDL
RFRSIIECVDDFRVVSLKLLQTHFKK
SVDEGKVSRVEFLPVHWHSALGGH
IATGVDRNIKKITLPSIGRFRHFTNET
LLDVLFYNSPTYCQAIVEKVEVEINR
LHSLFMSRNPNFKGKVSVAGHSLG
SLILFDILSNQRDMCVSKSPGSVAVS
NGVIKHSQFQEKLISEESKLMSDES
CDLDVEDEEPLTLHGTLEALSLFDYI
STFEKEKIDMESLLMCTVDDLKEMG
IPLGPRKKIANFVKLKAAKLEQKKAA
IAEKKAALAALTKGQDESAPKTKEMA
SPSSESNESKRKLSVGAYVSSVRVDY
ESFEVGTGQVSVAYSSLDFEPEIFFA
L.GSPIGMLLTIRGVARIDEKYRLPTC
KGFFNIYHPLDPVAYRLEPMIAPDLD
LKAVLVPHHKGRKRLHLELKESLSR
MGSDLKQGFISSLKSAWQTLNEFAR
IAHTSTTQLQEELEKVANQIKEEEEK
QVVEAEKIVESPELSKDEDYLGKVG
MLNGGRRIDYVLQEKPIESFNEYLFA
LQSHLCYWGSEDTALLLLKEIYRTM
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