UniprotKB Entry name organism full oglcnacscore og;lcnac L ylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en('ioplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
G3X956 G3X956_MOUSE [Mus FACT 23.620502 NaN NaN 34887587;37507081 |MAVTLDKDAYYRRVKRLYSNWRKG [None None None |None None None None None None
musculus |complex EDEYASIDAIVVSVGVDEEIVYAKSTA
subunit LQTWLFGYELTDTIMVFCDDKIIFMA

SKKKVEFLKQIANTKGNENANGAPA
ITLLVREKNESNKSSFDKMIDAIKES
KSGKKIGVFSKDKFPGEFMKSWSDC
LNKEGFDKVDISAVVAYTIAVKEDGE
LNLMKKAASITSEVFNKFFKERVME
IVDADEKVRHSKLAESVEKAIEEKKY
LAGADPSTVEMCYPPIIQSGGNYNLK
FSVVSDKNHMHFGAITCAMGIRFKS
YCSNLVRTLMVDPTQEVQENYNFLL
QLQEELLKELRHGVKICDVYNSVMD
IVVKKQKPELLNKITKNLGFGMGIEF
REGSLVINSKNQYKLKKGMVFSINL
GFSDLTNKEGKKPEEKTYALFIGDTV
LVDEDGPATILTSVKKKVKNVGIFLK
NEDDEEEEEEKDEAEDLLGRGSRAA
LLTERTRNEMTAEEKRRAHQKELAA
QLNEEAKRRLTEQKGEQQIQKARKS
NVSYKNPSLMPKEPHIREMKIYIDKK
YETVIMPVFGIATPFHIATIKNISMSV
EGDYTYLRINFYCPGSALGRNEGNIF
PNPEATFVKEITYRASNMKAPGEQT
IVPALNLQNAFRIIKEVQKRYKTREAE
EKEKEGIVKQDSLVINLNRSNPKLK
DLYIRPNIAQKRMQGSLEAHVNGFR
FTSVRGDKVDILYNNIKHALFQPCD
GEMIIVLHFHLKNAIMFGKKRHTDV
QFYTEVGEITTDLGKHQHMHDRDD
LYAEQMEREMRHKLKTAFKNFIEKV
EALTKEELEFEVPFRDLGFNGAPYR
STCLLQPTSSALVNATEWPPFVVTLD
EVELIHFERVQFHLKNFDMVIVYKD
[YSKKVTMINAIPVASLDPIKEWLNSC
DLKYTEGVQSLNWTKIMKTIVDDPE
GFFEQGGWSFLEPEGEGSDAEDGD
SESEIEDETFNPSEDDYEEEEEDSDE
DYSSEAEESDYSKESLGSEEESGKD
WDELEEEARKADRESRYEEEEEQSR
SMSRKRKASVHSSGRGSNRGSRHS

SAPPKKKRK




