
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

G3X982 AOXC_MOUSE Mus
musculus

Aldehyde
oxidase
3

23.627151 NaN S320 37453647 MSPSKESDELIFFVNGKKVTERNAD
PEVNLLFYLRKVIRLTGTKYGCGGGD
CGACTVMISRYDPISKRISHFSATAC
LVPICSLHGAAVTTVEGIGSTKTRIHP
VQERIAKGHGTQCGFCTPGMVMSIY
TLLRNHPEPSTEQIMETLGGNLCRC
TGYRPIVESAKSFCPSSTCCQMNGE
GKCCLDEEKNEPERKNSVCTKLYEK
KEFQPLDPTQELIFPPELMRMAEES
QNTVLTFRGERTTWIAPGTLNDLLE
LKMKHPSAPLVIGNTYLGLHMKFTD
VSYPIIISPARILELFVVTNTKQGLTLG
AGLSLTQVKNVLSDVVSRLPKEKTQI
YCALLKQLKTLAGQQIRNVASLGGHI
ISRLPTSDLNPILGIGNCILNVASTEG
IQQIPLNDHFLAGVPDAILKPEQVLIS
VFVPRSSKWEFVSAFRQAPRQQNAF
ATVNAGMKVVFKEDTNTITDLGILYG
GIGATVISADKSCRQLIGRCWDEEM
LDDAGKMICEEVSLLMAAPGGMEE
YRKTLAISFLFMFYLDVLKQLKTRDP
HKYPDISQKLLHILEDFPLTMPYGM
QSFQDVDFQQPLQDPIGRPIMHQSG
IKHATGEAVFCDDMSVLPGELFLAV
VTSSKSHAKIISLDASEALASLGVVD
VVTARDVPGDNGREEESLYAQDEVI
CVGQIVCAVAADSYAHAQQAAKKVK
IVYQDIEPMIVTVQDALQYESFIGPER
KLEQGNVEEAFQCADQILEGEVHLG
GQEHFYMETQSVRVVPKGEDKEMD
IYVSSQDAAFTQEMVARTLGIPKNRI
NCHVKRVGGAFGGKASKPGLLASVA
AVAAQKTGRPIRFILERRDDMLITGG
RHPLLGKYKIGFMNNGKIKAADIQLY
INGGCTPDDSELVIEYALLKLENAYKI
PNLRVRGRVCKTNLPSNTAFRGFGF
PQGAFVTETCMSAVAAKCRLPPEKV
RELNMYRTIDRTIHNQEFDPTNLLQ
CWEACVENSSYYNRKKAVDEFNQQ
RFWKKRGIAIIPMKFSVGFPKTFYYQ
AAALVQIYTDGSVLVAHGGVELGQGI
NTKMIQVASRELKIPMSYIHLDEMS
TVTVPNTVTTGASTGADVNGRAVQN
ACQILMKRLEPIIKQNPSGTWEEWV
KEAFVQSISLSATGYFRGYQADMDW
EKGEGDIFPYFVFGAACSEVEIDCLT
GAHKNIRTDIVMDGSFSINPAVDIGQ
IEGAFVQGLGLYTLEELKYSPEGVLY
TRGPHQYKIASVTDIPEEFHVSLLTP
TPNPKAIYSSKGLGEAGTFLGCSVFF
AIAAAVAAAREERGLSPIWAINSPAT
AEVIRMACEDQFTNLVPQTDSKCCK
PWSIPVA

None None None None None None None None None


