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MSPSKESDELIFFVNGKKVTERNAD
PEVNLLFYLRKVIRLTGTKYGCGGGD
CGACTVMISRYDPISKRISHFSATAC
LVPICSLHGAAVTTVEGIGSTKTRIHP
VQERIAKGHGTQCGFCTPGMVMSIY
TLLRNHPEPSTEQIMETLGGNLCRC
TGYRPIVESAKSFCPSSTCCQMNGE
GKCCLDEEKNEPERKNSVCTKLYEK
KEFQPLDPTQELIFPPELMRMAEES
QNTVLTFRGERTTWIAPGTLNDLLE
LKMKHPSAPLVIGNTYLGLHMKFTD
'VSYPIIISPARILELFVVTNTKQGLTLG
AGLSLTQVKNVLSDVVSRLPKEKTQI
'YCALLKQLKTLAGQQIRNVASLGGHI
ISRLPTSDLNPILGIGNCILNVASTEG
IQQIPLNDHFLAGVPDAILKPEQVLIS
VEVPRSSKWEFVSAFRQAPRQQNAF
ATVNAGMKVVFKEDTNTITDLGILYG
GIGATVISADKSCRQLIGRCWDEEM
LDDAGKMICEEVSLLMAAPGGMEE
'YRKTLAISFLFMFYLDVLKQLKTRDP
HKYPDISQKLLHILEDFPLTMPYGM
QSFQDVDFQQPLQDPIGRPIMHQSG
IKHATGEAVFCDDMSVLPGELFLAV
'VISSKSHAKIISLDASEALASLGVVD
'VVTARDVPGDNGREEESLYAQDEVI
CVGQIVCAVAADSYAHAQQAAKKVK
IVYQDIEPMIVTVQDALQYESFIGPER
KLEQGNVEEAFQCADQILEGEVHLG
GQEHFYMETQSVRVVPKGEDKEMD
IYVSSQDAAFTQEMVARTLGIPKNRI
NCHVKRVGGAFGGKASKPGLLASVA
AVAAQKTGRPIRFILERRDDMLITGG
RHPLLGKYKIGFMNNGKIKAADIQLY
INGGCTPDDSELVIEYALLKLENAYKI
PNLRVRGRVCKTNLPSNTAFRGFGF
PQGAFVTETCMSAVAAKCRLPPEKV
RELNMYRTIDRTIHNQEFDPTNLLQ
CWEACVENSSYYNRKKAVDEFNQQ
RFWKKRGIAIIPMKFSVGFPKTFYYQ
AAALVQIYTDGSVLVAHGGVELGQGI
NTKMIQVASRELKIPMSYIHLDEMS
TVIVPNTVITGASTGADVNGRAVQN
ACQILMKRLEPIIKQNPSGTWEEWV
KEAFVQSISLSATGYFRGYQADMDW
EKGEGDIFPYFVFGAACSEVEIDCLT
GAHKNIRTDIVMDGSFSINPAVDIGQ
IEGAFVQGLGLYTLEELKYSPEGVLY
TRGPHQYKIASVTDIPEEFHVSLLTP
TPNPKAIYSSKGLGEAGTFLGCSVFF
ATAAAVAAAREERGLSPIWAINSPAT
AEVIRMACEDQFTNLVPQTDSKCCK
PWSIPVA
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