endoplasmic [golgi plasma extracellular

UniprotkB Entry name organism [full name loglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion . .
ID sites sites reticulum apparatus membrane [region
G5E897 PLGT3_MOUSE [Mus Protein O- 36.83566 T249 NaN 40885482 MQALPLGLQLALLVAAGAGARVSAP (False False 0.612 [0.622  |0.469 4.032 1.288 0.723 0.6
musculus |glucosyltransferase RSLAWGPGLQAAAVLPVRYFFLQSV
3 DSDGRNFTSSPPGQTQFKVVVKSLS

PKELVRIYVPKPLDRNDGTFLVRYR
MHETAHKGLKIEILHGSEHVAHSPYI
LKGPVYHEYCDCPEDDPQVWQETLS
CPASEPQIEQDFVSFPSINLQQMLKE
IVPTRFGDERGAVVHYTILNNHIYRRS
LGKYTDFKMFSDEILLSLARKVTLPD
LEFYINLGDWPLEHRKVNDTPGPIPI
ISWCGSLDSRDIILPTYDVTHSTLEA
MRGVTNDLLSVQGNTGPSWINKTE
KAFFRGRDSREERLQLVLLSKENPQ
LLDAGITGYFFFQEKEKELGKAKLM
GFFDFFKYKYQVNVDGTVAAYRYPY
LMLGDSLVLKQESPYYEHFYVALKP
IWKHYVPIKRNLGDLLEKVKWAKEN
DEEAKKIAKEGQLTARDLLQPPRLYC
YYYRVLQKYAERQASKPMIRDGMEL
IVPQPDDGTSICQCHRRRPEREEL




