NIAGHFNDESPLGLRQILSQSTDSL
NMRNRTLSVESLIDEEVFYNELMSD
FEMDEKDFEADSWSLAVDSSFLQQ
HKKEVMKKQDVIYELIQTELHHVRT
LKIMTRLFRTGMLEELQMEPEVVQG
LFPCVDELSDIHTRFLNQLLERRRQ
ALCPGSTRNFVIHRLGDLLISQFSGS
NAEQMRKTYSEFCSRHTKALKLYKE
LYARDKRFQQFIRKMTRSAVLKRHG
'VQECILLVTQRITKYPVLINRILQNSH
GVEEEYQDLASALGLVKELLSNVDQ
DVHELEKEARLQEIYNRMDPRAQTP
'VPGKGPFGRDELLRRKLIHEGCLLW
KTATGRFKDVLLLLMTDVLVFLQEK
DQKYIFTSLDKPSVVSLQNLIVRDIA
NQAKGMFLISSGPPEMYEVHAASRD
DRTTWIRVIQQSVRLCPSREDFPLIE
TEDKAYLRRIKTKLQQKNQALVELL
QKNVELFAEMVHFQALKAGFVGMP
PPALPRGLFRLESFESLRGERLLKDA
LREVEGLKDLLLGPCVDLPMTSREP
ALPLDSDSGSCPGVTANGEARTFNG
SIELCRADSDSSQKDRNGNQLRSPQ
EEVLQPLINLYGLLHGLQAVVVQQE
RLMEALFPEGPERWEKLSRANSRD
GEAGRAAVASVTPEKQATELALLQR
QHTLLQEELRRCQRLGEERATEAGS
LEARLRESEQARALLEREAEEIRRQL
AALGQNEPLPAEAPWARRPLDPRRR
SLPAGDALYLSFNPPQPSRGHDRLD
LPVTVRSLHRPFDDREAQELGSPED
RLQDSSDPDTGSEEEVSSRLSPPHS
PRDFTRMQDIPEETESRDGEPTASE
S

UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular lextracellular [cytosol |nucleus mitochndrion end}oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus ) membrane [region
H3BJU7 H3BJU7_MOUSE [Mus Rho 28.854855 NaN NaN 34887587;28528544  MKEAKDARYTNGHLFTTISVSGMT |None None None |None None None None None None
musculus |guanine MCYACNKSITAKEALICPTCNVTIHN
nucleotide RCKDTLANCTKVKQKQQKAALLRN
exchange NTALQSVSLRSKTTTRERPTSAIYPS
factor 2 DSFRQSLLGSRRGLSSLSLAKSVSTT




