endoplasmic |golgi ([plasma extracellular

UniprotKB Entry name organism full loglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol |nucleus mitochndrion . .
ID name sites sites reticulum |apparatus membrane region
H3BKMO |H3BKMO_MOUSE Mus AP 25.161187 NaN NaN 34887587 MTDSKYFTTNKKGEIFELKAELNNE |None None None |None None None None None None
musculus |complex KKEKRKEAVKKVIAAMTVGKDVSSL
subunit FPDVVNCMQTDNLELKKLVYLYLM
beta NYAKSQPDMAIMAVNSFVKDEDPYV

RKTAAVCVAKLHDINAQMVEDQGFL
DSLRDLIADSNPMVVANAVAALSEIS
ESHPNSNLLDLNPQNINKLLTALNE
CTEWGQIFILDCLSNYNPKDDREAQ
SICERVTPRLSHANSAVVLSAVKVL
MKFLELLPKDSDYYNMLLKKLAPPL
VITLLSGEPEVQYVALRNINLIVQKRP
EILKQEIKVFFVKYNDPIYVKLEKLDI
MIRLASQANIAQVLAELKEYATEVDV
DFVRKAVRAIGRCAIKVEQSAERCVS
TLLDLIQTKVNYVVQEAIVVIRDIFRK
YPNKYESIIATLCENLDSLDEPDARA
IAMIWIVGEYAERIDNADELLESFLEG
FHDESTQVQLTLLTAIVKLFLKKPSE
TQELVQQVLSLATQDSDNPDLRDRG
YIYWRLLSTDPVTAKEVVLSEKPLISE
ETDLIEPTLLDELICHIGSLASVYHKP
PNAFVEGSHGIHRKHLPIHHGSTDA
GDSPVGTTTTTNLEQPQVIPSQGDLL
GDLLNLDLGPPVNVPQVSSMQMGA
VDLLGGGLDSLLGSDLGGGIGGSPA
IVGQSFIPSSVPATFAPSPTPAVVSSGL
NDLFELSTGIGMAPGGYVAPKAVWL
PAVKAKGLEISGTFTHRQGHIYMEM
NFTNKALQHMTDFAIQFNKNSFGVI
PSTPLAIHTPLMPNQSIDVSLPLNTL
GPVMKMEPLNNLQVAVKNNIDVFY
FSCLIPLNVLFVEDGKMERQVFLAT
WKDIPNENELQFQIKECHLNADTVS
SKLQNNNVYTIAKRNVEGQDMLYQ
SLKLTNGIWILAELRIQPGNPNYTLS
LKCRAPEVSQYIYQVYDSILKN




