UniprotKB Entry name organism full name oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
H7BX01 H7BX01 MOUSE |Mus Dynamin-like |22.380232 NaN NaN 37507081 MWRAGRAAVACEVCQSLVKHSSGI |None None None [None None None None None None
musculus |120 kDa QRNVPLQKLHLVSRSIYRSHHPALK
protein, LQRPQLRTPFQQFSSLTHLSLHKLK
mitochondrial LSPIKYGYQPRRNFWPARLAARLLKL

RYIILGSAVGGGYTAKKTFDEWKDMI
PDLSDYKWIVPDFIWEIDEYIDLEKIR
KALPSSEDLASLAPDLDKITESLSLLK
DFFTAGPKLVSEVLEVSEALLLLGSP
GETAFRATDHGSESDKHYRKVSDKE
KIDQLQEELLHTQLKYQRILERLEKE
NKELRKLVLQKDDKGIHHRKLKKSL
IDMYSEVLDVLSDYDASYNTQDHLP
RVVVVGDQSAGKTSVLEMIAQARIFP
RGSGEMMTRSPVKVTLSEGPHHVA
LFKDSSREFDLTKEEDLAALRHEIEL
RMRKNVKEGCTVSPETISLNVKGPG
LQRMVLVDLPGVINTVTSGMAPDTK
ETIFSISKAYMQNPNAIILCIQDGSVD
JAERSIVIDLVSQMDPHGRRTIFVLTK
IVDLAEKNVASPSRIQQIIEGKLFPMK
IALGYFAVVTGKGNSSESIEAIREYEE
EFFQNSKLLKTSMLKAHQVTTRNLS
LAVSDCFWKMVRESVEQQADSFKA
TRENLETEWKNNYPRLRELDRNELF
EKAKNEILDEVISLSQVTPKHWEEIL
QQSLWERVSTHVIENIYLPAAQTMN
SGTFNTTVDIKLKQWTDKQLPNKAV
EVAWETLQEEFSRFMTEPKGKEHD
DIFDKLKEAVKEESIKRHKWNDFAE
DSLRVIQHNALEDRSISDKQQWDAA
IYFMEEALQGRLKDTENAIENMIGP
DWKKRWMYWKNRTQEQCVHNETK
NELEKMLKVNDEHPAYLASDEITTV
RKNLESRGVEVDPSLIKDTWHQVYR
RHFLKTALNHCNLCRRGFYYYQRHF
IDSELECNDVVLFWRIQRMLAITANT
LRQQLTNTEVRRLEKNVKEVLEDFA
EDGEKKVKLLTGKRVQLAEDLKKVR
EIQEKLDAFIEALHQEK




