UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular [cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
J3QMC5 J3QMC5_MOUSE |Mus Midasin [25.161187 NaN NaN 34887587 MEHLSVELVSGPLRLIAAKNEKSSG |None None None [None None None None None None

musculus

ELNRFLAKSVWTPQDRQCILDSLAQ
LLLDKDYTLLLGRQLRPILLDLLERN
IAKAIKTGGQVNHDLHERLSVSMSKL
IGSHPDVLPFALRYFKDTYPVFQRLF
LESSDANPVRYGRRRMKLRDLMEA
ANIFLQHRQTVFRELWDWSVCVPLL
RSHDALVRWHTANCLALVTCMNEE
HKLSFLRKIFSSDELVHFRLRLLEEA
QLQDLEKALVLANPEVSLWHKGEEP
QYIQGHLVSADLSSSVAAVCGVVLPK
LSSSPGEQASDRSSSLEQELALKSFV
LVESVCKNLQLLAVSVASQNAVLLE
GPIGSGKTSLVEHLAAVTGRTKPPQL
LKVQLGDQTDSKMLLGMYRCTDVP
GEFVWQPGTLTQAATKGYWILLEDI
DYAPLDVVSVLIPLLEHGELLIPGHG
DCLKVAPTFQLFATRRLLSCGGSWY
RPMNSHATMLDKYWTKIHLHNLNK
KDLNEVLQSKYPSLLAATDHLLDIYI
ELTGEKHCCPSVAYDKAPQEVSEAE
RENRRVVLEGRELSLRDLLNWCNR
\VAHGFDPTSSTALLHIFQEAMDCEFT
IAMLSEQTKKLRMAEVIGSRLNISKK
KAEFYCKLYKPEIVINELDVQVGRVR
LLRKQSEVVRIQKEKCTFAATRPSSV
LLEQLAVCVSQGEPVLLVGETGTGK
TSAVQYLAYATGQHLRVVNMNQQS
DTADLLGGFKPVDHKLIWLPLRETF
EELFVQTFSKKQNFTFLGHIQTCYR
QKRWHDLLKLMLHVQKSASTKGGE
QSQPGLLKEKWEAFGLRLNHAQQQ
MKMTENALLFAFVEGTLAQAIKKGE
WILLDEINLAAPETLECLSGLLEGSS
GSLVLLDRGDTEPLVRHPDFRLFAC
MNPATDVGKRNLPPGIRNRFTELYV
EELESKEDLQILIVDYLKGLNVSKNT
\VQGIVNFYTALRKESGTKLVDGTGH
RPHYSLRTLCRALRFAASNPCGSIQR
SLYEGFCLGFLTQLDRASHPVVQKLI
CQHIISGNVKSLLKQPIPEPKGGRLI
QVEGYWISVGDKEPKIDETYVLTPSV
KLNLRDIARVVSAGTYPVLIQGETSV
GKTSLIRWLAAASGNHCVRINNHEH
TDIQEYIGCYTSDTSGKLVFNEGVLI
DAMRKGYWIVLDELNLAPTDVLEAL
NRLLDDNRELLITETQEVVRAHPRF
MLFATQNPPGLYGGRKVLSRAFRNR
FVELHFDELPSSELETILHKRCSLPP
SYCSKLVKVMLDLQSYRRRSSVFAG
KQGFIALRDLFRWAERYRLAEQTQE
DYDWLQHLANDGFMLLAGRVRKQE
EADVIQEVLEKHFKKKLCPQSLFSKE
NVLKLLGKSSTQTTVLESKFSHVVW
TESMRRLAVLVGRALEFGEPVLLVG
DTGCGKTTVCQMFSALANQKLYSV
NCHLNMETSDFLGGLRPVRQKPND
KDELDTRLFEWHDGPLVLAMKEDS
FFLLDEISLADDSVLERLNSVLEVEK
CLVLAEKGSPESKDNEVELLTAGKH
FRILATMNPGGDFGKKELSPALRNR
FTEIWCPQSTKREDLIQIINHNLRPG
LSLAGVGHKGAGVAEVMLAFITWLT
RQEFGRKCVVSIRDILSWVNFMNS
MAEDAAVKRPEAISTVTSFVHAACL
IVYIDGIGSGVTSSGFGTALLAREECL
KFLIKKLSKVVRLTQRQKDELKIYDR
LRHKEFTSIDDFWGVHPFFIPRGPVL
DGHNTGDYALTAGTTAMNAQRLLR
IAAKLNKPILLEGSPGVGKTSLVAALA
KASGNTLVRINLSEQTDITDLFGADL
PVEGGRGGEFAWCDGPLLAALKAG
HWVVLDELNLASQSILEGLNACFDH
RGEIYVPELGMSFQVQHEKTRIFGC

QNPFRQGGGRKGLPKSFLNRFTQVF




VDPLTVVDMEFIASTLFPTIDKDIVKK
MVAFNNHIDHEVTVEKKWGQKGGP
WEFNLRDLFRWCQLILVDQSPGCYD
PGQHVFLVYGERMRTREDKEKVVAV
FKDVFASNSMPYIGTRQFHITPYDIQ
IGYSVLSRSSYVPHPSRRPLSLLHQS
FQSLEPIMKCVQMNWMVILVGPAS
VGKTSLVQLLAHLTGHTLKIMAMNS
IAMDTTELLGGFEQVDIIRPWRLLLE
KVERTVRVLLRDSLLINSVDTEVVLQ
AWSHFLLTYKPKCLGEDGKGVTIEIV
NKLEAVLLLMQRLNNKINSYSKADF
IAKLVEDFRSFGVKLLQSASGRSHGS
FEWVDSMLVQALKSGDWLLMDNV
NFCNPSVLDRLNALLEPGGVLTINE
RGMVDGSTCTVTPNPNFRLFLSMD
PIHGEISRAMRNRGLEIYISGEEDGSI
QDNLDLKVLLHSLGLVGDSVCNILL
IALHTEIQSLVRGSPASSVSTLSHTAIL
IVQYLQRGLSLHKAFFEACWEVYVC
SQHSAANQKLVQDLLESHTASLQAR
ETWGHSILATGLWPDSVPSALFATE
DSRLSVVRSEGQILAYCLNRMSLKT
SSWTRSQPLTLQDLENIMQTCSPDD
LTFNAVEVDTCWVDEPEVLATAVKL
LIERATNQDWMLRVKWLCHLAKNI
PQGLESVRVHLEASATALRKFYSTSL
SAGVSNVLKILQTNITDDFVIPLDPR
'WNMQALDIIRNSLDFDPQSDQAKQL
FALLESVANKTFIYLDREKRIFTEAN
LVSVGSKKLRSSVLRMSFEFHKDPE
NYHSPPHEIVANLAAFFELIDGLILL
WVQSPQGVVPDAHINKILGSVQWRD
RFWTVADTVTVDASGLALLALHWH
WVSKHLIYQIPQLLVNQENKYYKEL
QTVSEHIHSCLGSPADSFAGVKKLQ
IAFLGRPFPFKDKLVVDCFLQLQALN
RALAIGEQLPVFGECGWQEDINRLQ
VVASEWNLKKSLLQAWGLILRANIL
EDVNLDELKNLVSTQCSELKSRGLS
RGFLEKAHDASSPSQPDLSSLVHLT
RRVQLWPAAEYLAMLWQYRVTADFI
IAQACLRRSSKHDQMDEEISHHIAFC
LKHTPIAPQKLWNLWSLLHIEMLSA
QEVSCLWSELFTSTFGSSWSSPVTT
IAPECWLAWSPLPNIQQQEVPRSRW
DSTLKGPGSLCRAVFSKCCFGVLTN
SSRASYWDVSGLPLLSSSHVTLGEW
IVERAQQLQDISSLLWTNMAVPSVAE
FRRTDSRLQGLVLCRYLLGLTELLPA
HQRQEYMQNCEHLLLGNTQAFHH
IVDQTMGNIGGQEALPKELLCLLLTS
LHYFIGEGEGKQNLPEAARRGRLWV
SLGLLQIQTWLPRARFDPAVKKAYKL
RYAQDELRQLQCELKTRNLLSHLQT
GRDLEDDIITSHSHPHIKLLPQRISQL
ESLVHSLSKKQAFRPHLPSYETLVQE
THHYVTSIAKVTAVQDLLMRLLQALH
TDGPKSAQVLQNLLKEEASWQQSH
HQFRKRLVEEYALYPDTVAPLLASIL
QLQHGMRLVASEVHASLHSGVLCA
ENLGALAMAVLAFPSVGPSFPTYHA
HADALCSVNAAEALRSLGKLMVKRA
IARKEEAKSQQAYPTREQLLMNALLY
LRSHVLCKGELDQRALLLFRHLCQE
IINEWDEQERIAQEKAEQESSLYRYR
SRSGRTALSEEEEEELELRKLFPLHE
KDFADILMEPTLEEKKKVSDGREEE
IAAPDPTLLCQSSMQAVMLIHQQLCL
SFARSLWYQQAVPPHEAKHYLSLFL
SCYQTGASLVTHFYPLMGVELNDQL
LGSQLLACTLSSNTLCGEATSDLMM
RPDGPYDFYQHPNVAEARQCQPVLQ
GFSEAVSQLLQDWPEHPVLQQLLVV
MDRIRGFPLSSPISKFLNGLEILLAK
IAQDWEENASRVLSLRKHLDLVSQMI
IRWRKLELNCWSMSLDNTMIRHTE
KSTKHWFSIYQMLEKHMQERTEEQ




EDDKQMTLMLLVSTLQAFIEGSSLG
EFHVRLQMLLVFHCHVLLMPQVEG
KDSLCSVLWNLYHFYKQFLDPVKAK
IMELRSPIEKELKEFVKISKWNDVSF
WSIKQSVEKTHRTLFKFMKKFEAVL
SEPCQSCLVESDKEEQPDCLPKPTE
EATMETSPIQGLNNALRETLLAQPV
EWKPSGTEQCQDASPLSVEGELLRR
LPRLSKRMRKMCLVFMKESPLPHL
VESLDQFTGGVISSVSELQSLKVDPS
IAEKEKQHSEAKHILLQKHRALSDLF
KHLANIGLSYRKGLAWARSKSPQEL
LHLHPLDLRSALSIVSSTREADSRLL
TEISSLWDGCQKYFYRSLARHTRLTA
IALATPVKEVSMGTIERCKGFSAHLM
KLLIRQRHSLTTLTEQWIILRNLLSC
VQEIHSRLTGPPVYPVAFPPQDSVQQ
WTERLQHLAMQSQILLEQFSWLFQ
CCPSAEPTVGHRDAQVQEHPSASHL
ENIDFKETIAGVMPDLLSSDLSYPSP
VPTSQLPSACRMRRQDQLWQQSTA
GLTEMLKTIKTMKAGVDKIRQQSCE
TLFHTWEDFEVCSSGLNCLSQVSAH
LQGLASLFILPGIEVEQTDSRMALVE
SLDYLRGEVSKAIDDFTAWKARLFV
IAHKQEGNQMVEESFVEDFSEQVET
IAIRAILCTIQNLAERNNKKAEDSAVD
KRLQEEDEASFKSLQPGHLTKLLED
DFWASVSTLHVQKIISSVSELLERLK
SCSEDGNTTKHKVFSQSCGLLVRLIP
ILCGFSDLVLFFLTVSLATHRSTAKL
LSVLAQTFTELSQKGFCLPKELMED
SAGEGATQFHDYEGGGIGDGEGMK
DVSDRIENEEQVEDTFQKGQEKDEE
DLDSKPDTKGEDNAIEMSEDFDGK
MHDGELEQEEDDEKSDSEDGDLDK
QMGNLNGEEADKLDERLWGDDEE
EDEDGDGRAEETGPGVDEEDSELVA
KDDSLDAGNLNKNKKHQDEKEDSE
PEDVEQGQEKINEQIDEREYDENEV
DPYHGNQEKLPEPEALDLPDDLKLD
SEDKSGGEDTDNEEAEEENPLEIKE
KTVDMEETDHEIEEPGAGQDEGESP
HEPEEGPSEDKENMDMDTGADDQ
DRDTSSHAEEHSLEEEAEEEEEKGE
KEEDKATTDGGGESGVNPVDQGLQ
PQEEEEGEQSDAEEQVPEATERKEH
IATCGQTGVDNVQSAQAVELAGAAPE
KEQGKEEHGSGAADANQAEGHESN
LIARLSSQQHTNKNTQSFKRRPGQA
DNERSVGDYNERVRKRLRTVGTDRE
TEQEPTQAQVEDADAFEHVKQGSDA
YDAQTYDVASSEQQQTAKASGQDQE
EEEIEDILMDTEEELMRAEDTEQLK
PEAVQSETAATSGSSEMEVDMQTLK
TKEDQDPRTTTPHQETENERPERSR
DSTIHTLRQFLVDSVFQPILKDISELR
QEMERQLETWQAHDYGNAEEEKAA
IAEMWQNYLVLTASLSQQLCEQLRLL
LEPTQAAKLRGDYRTGKRLNMRKIIP
'YIASQFRKDRIWLRRTKPSKRQYQIC
LAIDDSSSMVDNHTKQLAFESLAVI
GNALTLLEVGQIAVCSFGESVKLLHP
FHEQFNDSSGTHILRLCTFQQRKTKI
IAQFLETVAKMFAAAQKLSQNVSPET
IAQLLLIVSDGRGLFLEGKDRVLAAVQ
IAAQNANIFVIFVVLDNPNSRDSILDI
KVPIFKGPGEMPEIRSYMEEFPFPFY
IILRDVNALPETLSDALRQWFELVTA
SDHS




