UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasrmc golgi t extl_'acellular
ID sites sites reticulum |apparatus membrane [region
J3QN31 J3QN31_MOUSE Mus \Adenylosuccinate|29.125745 NaN NaN 39927985 MSGTRASNDRPPGTGGVKRGRLQQ [NaN NaN NaN |[NaN NaN NaN NaN NaN None
musculus [synthetase EAAATGSRVTVVLGAQWGDEGKGK
isozyme 1 'VVDLLATDADIVSRCQGGNNAGHTV

'VVDGKEYDFHLLPSGIINTKAVSFIG
NGVVIHLPGLFEEAEKNEKKGLKDW
EKRLIISDRAHLENEVPHKPLPSASL
LPMCWLLAPVFDFHQAVDGLQEVQ
RQAQEGKNIGTTKKGIGPTYSSKAAR
TGLRICDLLSDFDEFSARFKNLAHQ
HQSMFPTLEIDVEGQLKRLKGFAER
IRPMVRDGVYFMYEALHGPPKKVLV
EGANAALLDIDFGTYPFVTSSNCTVG
GVCTGLGIPPQNIGDVYGVVKAYTTR
'VGIGAFPTEQINEIGDLLQNRGHEW
GVTTGRKRRCGWLDLMILRYAHMV
NGFTALALTKLDILDVLSEIKVGISYK
LNGKRIPYFPANQEILQKVEVEYETL
PGWKADTTGARKWEDLPPQAQSYV
RFVENHMGVAVKWVGVGKSRESMI
QLF




