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UniprotkB Entry name organism [full name |oglcnacscore oglcnac phosphorylation gy g sequence intracellular |extracellular |cytosol nucleus imitochndrion endoplasmic golgi plasma lextracellular
ID sites sites reticulum apparatus membrane [region
K2M4M1 |K2M4M1 TRYCR Trypanosoma|DUS-like [19.946178 NaN NaN 30984116 MSDLSAGGTALTGVCRVKAEYLRPA |[None None None [None None None None None None
cruzi FMN- PMRVTLDAEGRTRGMNKGMERQH
marinkellei |binding SCFVEGTQRPQFEGESNFFYGETLQ
domain- RIKAVVRQGNAAAKRSRDGGRQEKE
containing IRTPQATADGAPLNEDAAAANFTDG
protein HADEIVLQKNDEGERDATRNSDLAR

TKESEENVRENAARRRALFKNKLVL
APLTTVGNLPFRRVCKGYGADITVSS
MSLVYNLNRLQKSEWSLLRRHESE
DIFGLQIAVSQPQSAHTWAKAIEASG
YSYDFIDINCGCPVQMIMSAGCGCG
LWERRDNRLRDIVRSLVQHQSKPVS
IKCRIGAGANSNASLHEKIGDYEEW
GAEAVTIHGRFRAQRYTKLANWEYI
DNCAARTSLPVIGNGDIFSYEDIIDH
RERYPHISSYMIGRGALIKPWIFEEIK
QEQPRDISSHERFEMLRSFCNYGLS
HWGSDERGVLTTRRFLCEWLSFLC
RYVPLGLLECPPQRINERPPHYEGRD
ELETLMASDNVTDWVRISEMLLGPA
GEKFRFTPKHRSNSYTTATTGEADV




