UniprotkB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular|extracellular cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extt_‘acellular
ID sites sites reticulum apparatus | membrane [region
K2M518 K2M518 TRYCR|Trypanosoma |SAM- 19.946178 NaN NaN 30984116 MNEQESQKKKKLKSFGKNGRELRK |None None None |None None None None None None
cruzi dependent KTKCDDEGNWVAVDHQDTLRQMP
marinkellei |MTase CPALERYYRDLQLLRTPAEWDAELS
RsmB/NOP- LFRKPLPTTVWINDTDPLAGEVRRYF
type ESMDRSLVEPIPWYPLPGMAWRILA
domain- DKTEFRKRPEMQALRRFMIQQTALG
containing TISRQEEVSMLPPFLLDIQPTDKCLD
protein MCASPGSKTAQMLVALGRHKVVPL

DSDASPFTFDYESEGLVMANDIDTK
RANMLVHQVKRLRLLFPFALFTNH
DARYFPNVKCAASLAGNADGDLRFD
KILCDVVCSGDGTIRKAPHIFKIWSP
REAINLQKTQIQIALRACHLCRVGGR
IVVYSTCSMNPIENEAVVTQIVHRTR
GAMKLVDARSLLPGLLCAPGLQRWV
VINFKGELVGAPSDEAHEALFPPNT
PGGYASAAVNELDLRLCMRLYPSHC
GGGAFFIAVLDKVKEFRLQKREESA
IAAEVDGRNSNDGEKGEGSGSEGGS
KGATAGRRKRTEVGAGKLVEEEGGV
TPEKRVPPTYVTAPAAITDVVRNFYK
IVKDFPFQQLVVRTATGQRELNLSVS
STCSIVSSSALEVLQRNTDSLLVVSA
GLRVFAHENLDKGWRIANESSILFA
KVMRQSPRLLRVPVSFVERLLSGGK
LKDVLFTDIDDDALRTRLESMDVGT
VLLEIDCPTAVGGVFYSVALRARTRL
QMLVDHEDVVGLKLRLGIAAEPPVN

EPVAVM




