UniprotKB Entry name organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion eanPIasmm golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane [region
K2M603 K2M603_TRYCR|Trypanosoma NaN (19.946178 NaN NaN 30984116 MSATGVFSKGRGIGHAAATSILRYIP |None None None |None None None None None None

cruzi RARVPWQPSRFGRENLSANDLAVL

marinkellei WSRGRYRDGPGNYNSGYHTEKTHV

LEDNTVTMIPKHELEKYMPDISIGPK
ALVTPVSLMSARNGHRVTHDLLHSY
DPHIGRLDKPAVVDHDNITVEDPNR
IVGLNAATLDCRGRIYRWLRRGPFFQ
EDHYFRRSLKLNRDGTVPAATHEAP
LMRKIVRLAQRGHLKAACEEYRRITT
VPPVEVYRALTACCIPGGLIADAVAIF
EDGNSKLFYVARDGEVLHNVMRCAI
KAKHRVRVMWVYNVMRGRYYENV
IVVRAEIDPIWRYRIAMLALEYFLDHN
CAEEAGAVYSYLVEEDLLQCDVHLR
IVGLHMREALSKGKSVGLSEEVLRAT
SLVTDVATVAPEVARELYQRHIEALR
ENEKSNDCEMSSTNDGATGRVWSA
HGPLTAMEFTQNDDALPCMQQNFS
DVDVASVLRWARFYHSKDLMAKDR
PRYLARAVAWIELLSKRSHMMEEAP
LTYMRKSKPLSLNTNSNLRVAWQTP
VARPDGPPRLLAREEGYTFHHNEHS
RFVTETYRHPGETLQSRFLALQPIHT
EVSAKEDFQEIYAQQQEQQALPSGV
VSPPARILHHSVTSEIHGGGGGHLYR
GMPRVELSTGGAAKKEKLNPVSPHV
AAENRGGNGKGNDGGSGGSAAGGG
IVTPEF




