}J];l iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol \nucleus mitochndrion enc‘loplasmlc golgi plasma extl:acellular
name sites sites reticulum apparatus  membrane [region
K2M741 K2M741_TRYCR Trypanosoma ATP 19.946178 NaN NaN 30984116 MLTRLRSAVLRGAAGTRAASGMSTA [None None None [None None None None None None
cruzi synthase DHKGRVGYVSQVIGAVVDVHFAEGV
marinkellei |subunit PPVLTALDVVEQLGRDEPLTLEIVQH
beta LDAHTGRCIAMQTTDLLKLKSKVVS

SGGNISVPVGRETLGRIFNVLGDAID
QRGPVGEKQRMPIHAVAPKLADQAA
EDTILTTGIKVIDLILPYCKGGKIGLFG
GAGVGKTVIIMELINNVAKGHGGFS
IVFAGVGERTREGTDLYLEMMAQSKVI
DLKGDSKCVLVYGQMNEPPGARAR
IVAQSALTMAEYFRDVEGQDVLLFID
NIFRFTQANSEVSALLGRIPAAVGYQ
PTLAEDLGQLQERITSTTKGSITSVQ
IAVYVPADDITDPAPATTFSHLDATTV
LDRAVAESGIYPAVNPLECASRIMDP
DVISVDHYNVAQDVVQMLTKYKELQ
DIIAVLGIDELSEEDKLIVDRARKVTK
FLSQPFQVAEVFTGMTGHYVQLEET
IESFSGLLMGTYDQVPEMAFYMVGG
ITSVLEKGKKMAEEAAELEKLRRAR
IAAQASQKE




