UniprotKB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion em}oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
K2MVC2 K2MVC2_TRYCR [Trypanosoma |Guanine [19.946178 NaN NaN 30984116 MSAKEYEKTARLTLESVIGFGGRIPN |[None None None [None None None None None None
cruzi nucleotide- SIIAHPDGENLVYALGACIVIQKINDR
marinkellei |binding SASSFLYGHNDKISCITVSSSGRFIAS
protein GQVTHAGFQADVCIFDYDERRMVH
subunit RMLLHKVKVQALAFSKDERYLVSIG
beta-like GVDDKAVVVWDVSTGRPLCGAPAH
protein HTESKAVAFFNSNCEKLITAGVGSL

RVWTIDPDDRKMSPSDVNMGTIRR
CITTIVVEETDRYAYCGTTSGDVLCV
LLERDANAFKMSGPQNKLPGGINS
MILTRSGDVLVGSGSGEVTLLSKINL
TVLKSVTVQGSVSGIAVVQQGFIVGT
EESNVYLVESGNFNAELRLTCHSDT
IVNDVIFPEGFSALFATCCGPDIRVW
NASNSNELLRIQIAGLLCNCIQFTKD
GSLIVSGWDDGKLRAFGPQSGKLVF
IAVNDAHKREGIKNMGGISSGVTAVC
IVDSTSEHIISGGADGLVRFWQVRSA
TCELVASMKEHKATVNAICISKNNL
ECVSASDDGSCIVWDLVRHVRRDVI
YSQTRFRAVEYFVDESQLLTTGTNKT
ITWWDTVDCGAIREIPGSKTGEVNSL
SISTDGRFFVTGGNDRIVKVWGYDE
GVCVAVGLAHSCDIQKVRVSPDNKK
IVSVGDEGAIMIWSVGDLEIHSL




